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UniprotKB Entry name organism full name |oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus jmitochndrion em!oplasmlc golgi u extr'acellular
ID sites sites reticulum apparatus membrane region
Q61466 SMRD1_MOUSE Mus SWI/SNF- |25.161187 NaN T203 34887587 MAARAGFQSVAPSGGAGASGGAGV |None None None [None None None None None None
musculus |related AAALGPGGTPGPPVRMGPAPGQGLY

matrix- RSPMPGAAYPRPGMLPGSRMTPQG

associated PSMGPPGYGGNPSVRPGLAQSGMD

actin- QSRKRPAPQQIQQVQQQAVQNRNH

dependent NAKKKKMADKILPQRIRELVPESQAY

regulator MDLLAFERKLDQTIMRKRLDIQEAL

of KRPIKQKRKLRIFISNTFNPAKSDAE

chromatin DGEGTVASWELRVEGRLLEDAALSK

subfamily YDATKQKRKFSSFFKSLVIELDKDLY

D member GPDNHLVEWHRTATTQETDGFQVK

1

RPGDVNVRCTVLLMLDYQPPQFKLD
PRLARLLGIHTQTRPVIIQALWQYIKT
HKLQDPHEREFVLCDKYLQQIFESQ
RMKFSEIPQRLHALLMPPEPIIINHVI
SVDPNDQKKTACYDIDVEVDDTLKT
QMNSFLLSTASQQEIATLDNKIHETI
ETINQLKTQREFMLSFARDPQGFIN
DWLQSQCRDLKTMTDVVGNPEEER
RAEFYFQPWAQEAVCRYFYSKVQQR
RQELEQALGIRNT




