
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

extracellular
region

0

Q61550 RAD21_MOUSE Mus
musculus

Double-
strand-
break
repair
protein
rad21
homolog

25.685855 NaN S46;S153;S175;S249;T394;S458;S5
49;T627

39627609 MFYAHFVLSKRGPLAKIWLAAHWD
KKLTKAHVFECNLESSVESIISPKVK
MALRTSGHLLLGVVRIYHRKAKYLL
ADCNEAFIKIKMAFRPGVVDLPEEN
REAAYNAITLPEEFHDFDQPLPDLD
DIDVAQQFSLNQSRVEEITMREEVG
NISILQENDFGDFGMDDREIMREGS
AFEDDDMLVSTSASNLLLEPEQSTS
NLNEKMNHLEYEDQYKDDNFGEG
NDGGILDDKLISNNDGGIFDDPPALS
EAGVMLPEQPAHDDMDEDDNGSLG
GPDSPDSVDPVEPMPTMTDQTTLVP
NEEEAFALEPIDITVKETKAKRKRKLI
VDSVKELDSKTIRAQLSDYSDIVTTL
DLAPPTKKLMMWKETGGVEKLFFL
PAQPLWNNRLLKLFTRCLTPLVPED
LRKRRKGGEADNLDEFLKEFENPEV
PREEQQPQQQQPQPQRDVIDEPIIEE
PSRLQDSVMEASRTTIEESAMPPPPP
QGVKRKAGQIDPEPSIPPQQVEQMEI
PPVELPPEEPPNICQLIPELELLPEKE
KEKEKEKEEEEEEEDEDASGGDQD
QEERRWNKRTQQMLHGLQRALAKT
GAESISLLELCRNTNRKQAAAKFYSF
LVLKKQQAIELTQEEPYSDIIATPGPR
FHII

True False 4.019 5.0 1.797 1.15 0.845 1.499 1.365


