UniprotKB . full oglcnac . . . . . |endopl golgi pla
D Entry name |organism name oglcnacscore sites phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion reticulum |apparatus lme
Q61584 FXR1_MOUSE |Mus RNA- |52.618663 T592 T68;T398;T430;S432;S435;5438;S4 [24788674;22645316;34887587;408 MAELTVEVRGSNGAFYKGFIKDVHE [True False 5.0 5.0 2.337 1.725 1.872 2.0

musculus |binding 49;S452;T512;5S514;S553;S643;T66 [85482;36288343;35822049;251536 |[DSLTVVFENNWQPERQVPFNEVRL

protein 7 42;28528544;28135057 PPPPDIKKEISEGDEVEVYSRANDQE

FXR1 PCGWWLAKVRMMKGEFYVIEYAAC

DATYNEIVTFERLRPVNQNKTVKKN
TFFKCTVDVPEDLREACANENAHKD
FKKAVGACRIFYHPETTQLMILSASE
IATVKRVNILSDMHLRSIRTKLMLMS
RNEEATKHLECTKQLAAAFHEEFVV
REDLMGLAIGTHGSNIQQARKVPGV
TAIELDEDTGTFRIYGESAEAVKKAR
GFLEFVEDFIQVPRNLVGKVIGKNG
KVIQEIVDKSGVVRVRIEGDNENKLP
REDGMVPFVFVGTKESIGNVQVLLE
YHIAYLKEVEQLRMERLQIDEQLRQI
GMGFRPSSTRGPEREKGYATDESTV
SSVQGSRSYSGRGRGRRGPNYTSGY
GTNSELSNPSETESERKDELSDWSL
IAGEDDRETRHQRDSRRRPGGRGRS
IVSGGRGRGGPRGGKSSISSVLKDPD
SNPYSLLDNTESDQTADTDASESHH
STNRRRRSRRRRTDEDAVLMDGLTE
SDTASVNENGLDDSEKKPQRRNRS
RRRRFRGQAEDRQPVTVADYISRAE
SQSRQRNLPRETLAKNKKEMAKDVI
EEHGPSEKAINGPTSASGDEIPKLPR

TLGEEKTKTLKEDSTQEAAVLNGVS




