
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

extracellular
region

0

Q61624 ZN148_MOUSE Mus
musculus

Zinc
finger
protein
148

40.736198 NaN S51;T194;S250;S301;S306;S412;S6
65;S784

40997131;34105348 MNIDDKLEGLFLKCGGIDEMQSSRA
MVVMGGVSGQSAVSGELQESVLQD
RSLPHQEILAADEVLQESEMRQQD
MISHDELMVHEETVKNDEEQMDTH
ERLPQGLQYALNVPISVKQEITFTDV
SEQLMRDKKQVREPVDLQKKKKRK
QRSPAKILTINEDGSLGLKTPKSHVC
EHCNAAFRTNYHLQRHVFIHTGEKP
FQCSQCDMRFIQKYLLQRHEKIHTG
EKPFRCDECGMRFIQKYHMERHKR
THSGEKPYQCEYCLQYFSRTDRVLK
HKRMCHENHDKKLNRCAIKGGLLT
SEEDSGFSTSPKDNSLPKKKRQKTE
KKSSGMDKESVLDKSDLKKDKNDY
LPLYSSSTKVKDEYMVAEYAVEMPH
SSVGGSHLEDASGEIHPPKLVLKKIN
SKRSLKQPLEQSQTISPLSSYEDSKV
SKYAFELVDKQALLDSEGSADIDQV
DNLQEGPSKPVHSSTNYDDAMQFL
KKKRYLQAASNNSREYALNVGTIAS
QPSVTQAAVASVIDESTTASILDSQA
LNVEIKSNHDKNVIPDEVLQTLLDH
YSHKPNGQHEISFSVADTEVTSSISI
NSSDVPEVTQSENVGSSSQASSSDK
ANMLQEYSKFLQQALDRTSQNDAY
LNSPSLNFVTDNQTLPNPPAFSSIDK
QVYAAMPINSFRSGMNSPLRTTPDK
SHFGLIVGDSQHPFPFSGDETNHAS
ATSTADFLDQVTSQKKAEAQPVHQA
YQMSSFEQPFRAPYHGSRAGIATQF
STANGQVNLRGPGTSAEFSEFPLVN
VNDNRAGMTSSPDATTGQTFG

True False 1.274 5.0 1.324 0.829 2.0 1.188 1.266


