
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

0

Q61699 HS105_MOUSE Mus
musculus

Heat
shock
protein
105
kDa

23.373761 NaN S509;S510;S558;T562;S810;T816 37453647;39627609;37507081 MSVVGLDVGSQSCYIAVARAGGIETI
ANEFSDRCTPSVISFGSKNRTIGVAA
KNQQITHANNTVSSFKRFHGRAFN
DPFIQKEKENLSYDLVPMKNGGVGI
KVMYMDEEHFFSVEQITAMLLTKLK
ETAENNLKKPVTDCVISVPSFFTDAE
RRSVLDAAQIVGLNCLRLMNDMTA
VALNYGIYKQDLPNAEEKPRVVVFV
DMGHSSFQVSACAFNKGKLKVLGT
AFDPFLGGKNFDEKLVEHFCAEFKT
KYKLDAKSKIRALLRLHQECEKLKKL
MSSNSTDLPLNIECFMNDKDVSGK
MNRSQFEELCAELLQKIEVPLHSLM
AQTQLKAEDVSAIEIVGGATRIPAVK
ERIAKFFGKDVSTTLNADEAVARGC
ALQCAILSPAFKVREFSVTDAVPFPIS
LVWNHDSEETEGVHEVFSRNHAAP
FSKVLTFLRRGPFELEAFYSDPQGVP
YPEAKIGRFVVQNVSAQKDGEKSRV
KVKVRVNTHGIFTISTASMVEKVPTE
EEDGSSLEADMECPNQRPTESSDVD
KNIQQDNSEAGTQPQVQTDGQQTS
QSPPSPELTSEESKTPDADKANEKK
VDQPPEAKKPKIKVVNVELPVEANLV
WQLGRDLLNMYIETEGKMIMQDKL
EKERNDAKNAVEECVYEFRDKLCGP
YEKFICEQEHEKFLRLLTETEDWLYE
EGEDQAKQAYIDKLEELMKMGTPVK
VRFQEAEERPKVLEELGQRLQHYAK
IAADFRGKDEKYNHIDESEMKKVEK
SVNEVMEWMNNVMNAQAKRSLDQ
DPVVRTHEIRAKVKELNNVCEPVVT
QPKPKIESPKLERTPNGPNIDKKEDL
EGKNNLGAEAPHQNGECHPNEKGS
VNMDLD

True False 4.242 5.0 2.132 2.024 1.16 1.616


