UniprotKB Entry name (organism [full name [oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr_ace
ID sites sites reticulum |apparatus membrane region
Q61838 PZP_MOUSE Mus Pregnancy [32.908764 NaN NaN 37507081;24788674;36288343;396 |MRRNQLPTPAFLLLFLLLPRDATTAT |False True 0.188 [0.281 [1.031 0.188 0.235 0.346 5.0
musculus (zone 27609;39927985 IAKPQYVVLVPSEVYSGVPEKACVSLN
protein HVNETVMLSLTLEYAMQQTKLLTD

QAVDKDSFYCSPFTISGSPLPYTFITV
EIKGPTQRFIKKKSIQIIKAESPVFVQ
TDKPIYKPGQIVKFRVVSVDISFRPLN
ETFPVVYIETPKRNRIFQWQNIHLAG
GLHQLSFPLSVEPALGIYKVVVQKDS
GKKIEHSFEVKEYVLPKFEVIIKMQK
TMAFLEEELPITACGVYTYGKPVPGL
VTLRVCRKYSRYRSTCHNQNSMSIC
EEFSQQADDKGCFRQVVKTKVFQLR
QKGHDMKIEVEAKIKEEGTGIELTGI
GSCEIANALSKLKFTKVNTNYRPGLP
FSGQVLLVDEKGKPIPNKNITSVVSP
LGYLSIFTTDEHGLANISIDTSNFTAP
FLRVVVTYKQNHVCYDNWWLDEFH
TQADHSATLVFSPSQSYIQLELVFGT
LACGQTQEIRIHYLLNEDIMKNEKD
LTFYYLIKARGSIFNLGSHVLSLEQG
NMKGVFSLPIQVEPGMAPEAQLLIY
AILPNEELVADAQNFEIEKCFANKV
NLSFPSAQSLPASDTHLKVKAAPLSL
CALTAVDQSVLLLKPEAKLSPQSIYN
LLPGKTVQGAFFGVPVYKDHENCIS
GEDITHNGIVYTPKHSLGDNDAHSIF
QSVGINIFTNSKIHKPRFCQEFQHYP
AMGGVAPQALAVAASGPGSSFRAM
GVPMMGLDYSDEINQVVEVRETVRK
YFPETWIWDLVPLDVSGDGELAVKV
PDTITEWKASAFCLSGTTGLGLSSTI
SLQAFQPFFLELTLPYSVVRGEAFTL
KATVLNYMSHCIQIRVDLEISPDFLA
VPVGGHENSHCICGNERKTVSWAV
TPKSLGEVNFTATAEALQSPELCGN
KLTEVPALVHKDTVVKSVIVEPEGIE
KEQTYNTLLCPQDTELQDNWSLELP
PNVVEGSARATHSVLGDILGSAMQN
LQNLLQMPYGCGEQNMVLFVPNIY
VLNYLNETQQLTEAIKSKAINYLISGY
QRQLNYQHSDGSYSTFGNHGGGNT
PGNTWLTAFVLKAFAQAQSHIFIEKT
HITNAFNWLSMKQKENGCFQQSGY
LLNNAMKGGVDDEVTLSAYITIALLE
MPLPVTHSAVRNALFCLETAWASIS
QSQESHVYTKALLAYAFALAGNKAK
RSELLESLNKDAVKEEDSLHWQRPG
DVQKVKALSFYQPRAPSAEVEMTAY
VLLAYLTSESSRPTRDLSSSDLSTAS
KIVKWISKQQNSHGGFSSTQDTVVA
LQALSKYGAATFTRSQKEVLVTIESS
GTFSKTFHVNSGNRLLLQEVRLPDL
PGNYVTKGSGSGCVYLQTSLKYNILP
VADGKAPFALQVNTLPLNFDKAGDH
RTFQIRINVSYTGERPSSNMVIVDVK
MVSGFIPMKPSVKKLQDQPNIQRTE
'VNTNHVLIYIEKLTNQTLGFSFAVEQ
DIPVKNLKPAPIKVYDYYETDEFTVE
EYSAPFSDGSEQGNA




