}Jl;l iprotKB Entry name organism full name [oglcnacscore o_glcnac phosp ylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi plasnia 3
sites reticulum pparatus ane re
Q62095 DDX3Y MOUSE Mus IATP- 27.053486 NaN S86;590;T104;5130;S182;S455;S59 (28528544;33300544 MSQVAAESTAGLDQQFVGLDLKSSD [True False 3.404 (4.468 [1.795 1.197 1.037 1.501 1.
musculus |dependent 2;S603 NQNGGGNTESKGRYIPPHLRNRETS
RNA KGVCDKDSSGWSCSKDKDAYSSFGS
lhelicase RDSRGKPNYFSDRGSGSRGRFDDH
DDX3Y GRNDYDGIGGRDRTGFGKFERSGHS

RWSDRSDEDDWSKPLPPSERLEQE
LFSGGNTGINFEKYDDIPVEATGNN
CPPHIENFSDIEMGEIIMGNIELTRY
TRPTPVQKHAIPIIKEKRDLMACAQT
GSGKTAAFLLPILSQIYTDGPGEALK
IAMKENGRYGRRKQYPISLVLAPTRE
LAVQIYEEARKFSYRSRVRPCVVYGG
IADTVQQIRDLERGCHLLVATPGRLV
DMMERGKIGLDFCKYLVLDEADRM
LDMGFEPQIRRIVEQDTMPPKGVRH
TMMFSATFPKEIQMLARDFLDEYIF
LAVGRVGSTSENITQKVVWVEELDK
RSFLLDLLNATGKDSLTLVFVETKKG
IADSLENFLFQERYACTSIHGDRSQK
DREEALHQFRSGRKPILVATAVAAR
GLDISNVKHVINFDLPSDIEEYVHRI
GRTGRVGNLGLATSFFNERNLNITK
DLLDLLVEAKQEVPSWLESMAYEH
HYKGSSRGRSKSRFSGGFGARDYRQ
SSGSANAGFNSNRANSSRSSGSSH
NRGFGGGGYGGFYNNDGYGGNYNS
QAVDWWGN




