UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular|cytosol [nucleus mitochndrion em.loplasmlc golgi [plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
Q62159 RHOC_MOUSE Mus Rho-  |24.474581 NaN NaN 33300544 IMAAIRKKLVIVGDGACGKTCLLIVFS [True True 4.727 |[5.0 2.186 1.819 1.356 5.0 2.263
musculus [related KDQFPEVYVPTVFENYIADIEVDGKQ
GTP- IVELALWDTAGQEDYDRLRPLSYPDT
binding DVILMCFSIDSPDSLENIPEKWTPEV
protein KHFCPNVPIILVGNKKDLRQDEHTR
RhoC RELAKMKQEPVRSEEGRDMANRIS
IAFGYLECSAKTKEGVREVFEMATRA
GLQVRKNKRRRGCPIL




