}Jl;l iprotKB Entry name organism [full name |oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion ‘en(.ioplasmlc golgi
sites reticulum |apparatu
Q62167 DDX3X_MOUSE [Mus ATP- 34.708767 NaN S82;590;T104;5131;5S183;S456;S59 |28528544;37453647;34887587;251 |IMSHVAVENALGLDQQFAGLDLNSS ([True False 5.0 4.581 |False False False
musculus |dependent 4;5605;5612 53642;33300544;39627609;399279 |[DNQSGGSTASKGRYIPPHLRNREAT
85 KGFYDKDSSGWSSSKDKDAYSSFGS
helicase RGDSRGKSSFFGDRGSGSRGRFDD
DDX3X RGRGDYDGIGGRGDRSGFGKFERG

GNSRWCDKSDEDDWSKPLPPSERL
EQELFSGGNTGINFEKYDDIPVEATG
NNCPPHIESFSDVEMGEIIMGNIELT
RYTRPTPVQKHAIPIIKEKRDLMACA
QTGSGKTAAFLLPILSQIYADGPGEA
LRAMKENGRYGRRKQYPISLVLAPT
RELAVQIYEEARKFSYRSRVRPCVVY
GGAEIGQQIRDLERGCHLLVATPGRL
IVDMMERGKIGLDFCKYLVLDEADR
MLDMGFEPQIRRIVEQDTMPPKGVR
HTMMFSATFPKEIQMLARDFLDEYI
FLAVGRVGSTSENITQKVVWVEEIDK
RSFLLDLLNATGKDSLTLVFVETKKG
ADSLEDFLYHEGYACTSIHGDRSQR
DREEALHQFRSGKSPILVATAVAARG
LDISNVKHVINFDLPSDIEEYVHRIG
RTGRVGNLGLATSFFNERNINITKDL
LDLLVEAKQEVPSWLENMAFEHHY
KGSSRGRSKSSRFSGGFGARDYRQS
SGASSSSFSSSRASSSRSGGGGHGG
SRGFGGGGYGGFYNSDGYGGNYNS

QGVDWWGN




