UniprotKB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum |apparatus membrane region
Q62191 RO52_MOUSE [Mus E3 36.83566 T169;T177 NaN 40885482 |[MSPSTTSKMSLEKMWEEVTCSICLD |True False 2.522 |4.655 [2.117 1.947 1.506 2.268 2.241
musculus [ubiquitin- PMVEPMSIECGHCFCKECIFEVGKN
protein GGSSCPECRQQFLLRNLRPNRHIAN
ligase MVENLKQIAQNTKKSTQETHCMKH
TRIM21 GEKLHLFCEEDGQALCWVCAQSGK

HRDHTRVPIEEAAKVYQEKIHVVLEK
LRKGKELAEKMEMDLTMQRTDWK
RNIDTQKSRIHAEFALQNSLLAQEE
QRQLQRLEKDQREYLRLLGKKEAEL
AEKNQALQELISELERRIRGSELELL
QEVRIILERSGSWNLDTLDIDAPDLT
STCPVPGRKKMLRTCWVHITLDRNT
ANSWLIISKDRRQVRMGDTHQNVS
DNKERFSNYPMVLGAQRFSSGKMY
'WEVDVTQKEAWDLGVCRDSVQRKG
QFSLSPENGFWTIWLWQDSYEAGTS
PQTTLHIQVPPCQIGIFVDYEAGVVS
FYNITDHGSLIYTFSECVFAGPLRPF

FNVGFNYSGGNAAPLKLCPLKM




