UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion ent‘loplasmlc golgi plasma extr.'acellular

1D name sites sites reticulum apparatus membrane [region

Q62192 CD180_MOUSE |Mus CD180 [25.685855 NaN NaN 39627609 MAPDISCFFLVALFLASCRATTSSDQ |False True 1.213 [3.058 1.288 1.366 0.7 5.0 1.713
musculus |antigen KCIEKEVNKTYNCENLGLNEIPGTLP

NSTECLEFSFNVLPTIQNTTFSRLIN
LTFLDLTRCQIYWIHEDTFQSQHRL
DTLVLTANPLIFMAETALSGPKALKH
LFFIQTGISSIDFIPLHNQKTLESLYL
GSNHISSIKLPKGFPTEKLKVLDFQN
NAIHYLSKEDMSSLQQATNLSLNLN
GNDIAGIELGAFDSAVFQSLNFGGT
QNLLVIFKGLKNSTIQSLWLGTFED
MDDEDISPAVFEGLCEMSVESINLQ
KHYFFNISSNTFHCFSGLQELDLTA
THLSELPSGLVGLSTLKKLVLSANKF
ENLCQISASNFPSLTHLSIKGNTKRL
ELGTGCLENLENLRELDLSHDDIET
SDCCNLQLRNLSHLQSLNLSYNEPL
SLKTEAFKECPQLELLDLAFTRLKVK
DAQSPFQNLHLLKVLNLSHSLLDIS
SEQLFDGLPALQHLNLQGNHFPKG
NIQKTNSLQTLGRLEILVLSFCDLSSI
DQHAFTSLKMMNHVDLSHNRLTSS
SIEALSHLKGIYLNLASNRISIILPSLL
PILSQQRTINLRQNPLDCTCSNIYFL
EWYKENMQKLEDTEDTLCENPPLL
RGVRLSDVTLSCSMAAVGIFFLIVFL
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