UniprotKB

D Entry name |organism full name |oglcnacscore oglcnac sites phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion ::;
Q62311 TAF6_MOUSE [Mus Transcription [52.644166 T480;T481;T483;S586;T590|T120;T248;T253;5264;5626;S634;S [22517741;21606357;40885482;368 [MAEEKKLKLSNTVLPSESMKVVAES (True False 3.095 5.0 0.715 1.07
musculus |[initiation 636;5653;T660 52467;35822049;40021952;291257 |MGIAQIQEETCQLLTDEVSYRIKEIA
factor TFIID 38;40997131 QDALKFMHMGKRQKLTTSDIDYALK
subunit 6

LKNVEPLYGFHAQEFIPFRFASGGG
RELYFYEEKEVDLSDIINTPLPRVPLD
IVCLKAHWLSIEGCQPAIPENPPPAPK
EQQKAEATEPLKSAKPGQEEDGPLK
GKGQGAAAADGKGKEKKAPPLLEGA
PFRLKPRSIHELSVEQQLYYKEITEA
CVGSCEAKRAEALQSIATDPGLYQM
LPRFSTFISEGVRVNVVQNNLALLIY
LMRMVKALMDNPTLYLEKYVHELIP
IAVMTCIVSRQLCLRPDVDNHWALR
DFAARLVAQICKHFSTTTNNIQSRIT
KTFTKSWVDEKTPWTTRYGSIAGLA
ELGHDVIKTLILPRLQQEGERIRSVL
DGPVLSNIDRIGADHVQSLLLKHCA
PVLAKLRPPPDNQDAYRGEFGSLGP
LLCSHVVKARAQAALQAQQVNRTTL
'TITQPRPTLTLSQAPQPGPRTPGLLK
IVPGSIALPVQTLVSARAAAPPQPSPP
PTKFIVMSSSSSASSTQQVLSLSTSA
PGSGSTTTSPVTTTVPSVQPIVKLVST
IATTAPPSTAPAGSGSVQKYIVVSLPPT
GEGKGGPPSHPSPVPPSSSSPSPLGG
STLCGGKQEAGDSPPPAPGTPKANG
SQPTGPGSPQPAL




