UniprotKB Entry name |organism full loglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi I extx:acelluli
ID name sites reticulum |apparatus membrane region
Q62381 TLL1_MOUSE Mus Tolloid- [28.302299 S120;T127;T561;S719 [NaN 30016717;34418053 MGLQALSPRMLLWLVVSGIVFSRVL [None None None [None |None None None None None
musculus [like WVCAGLDYDYTFDGNEEDKTEPIDY
protein KDPCKAAVFWGDIALDDEDLNIFQI

1

DRTIDLTQSPFGKLGHITGGFGDHG
MPKKRGALYQLIERIRRIGSGLEQNN
TMKGKAPPKLSEQSEKNRVPRAATS
RTERIWPGGVIPYVIGGNFTGSQRA
MFKQAMRHWEKHTCVTFTERSDEE
SYIVFTYRPCGCCSYVGRRGNGPQAI
SIGKNCDKFGIVVHELGHVIGFWHE
HTRPDRDNHVTIIRENIQPGQEYNFL
KMEPGEVNSLGERYDFDSIMHYAR
NTFSRGMFLDTILPSRDDNGIRPAIG
QRTRLSKGDIAQARKLYRCPACGETL
QESSGNLSSPGFPNGYPSYTHCIWR
IVSVTPGEKIVLNFTTMDLYKSSLCW
YDYIEVRDGYWRKSPLLGRFCGDKV
IAGVLTSTDSRMWIEFRSSSNWVGK
GFAAVYEAICGGEIRKNEGQIQSPNY
PDDYRPMKECVWKIMVSEGYHVGL
TFQAFEIERHDSCAYDHLEVRDGAS
ENSPLIGRFCGYDKPEDIRSTSNTLW
MKFVSDGTVNKAGFAANFFKEEDE
CAKPDRGGCEQRCLNTLGSYQCACE
PGYELGPDRRSCEAACGGLLTKLNG
TITTPGWPKEYPPNKNCVWQVIAPS
QYRISVKFEFFELEGNEVCKYDYVEI
IWSGPSSESKLHGKFCGADIPEVMTS
HFNNMRIEFKSDNTVSKKGFKAHF
FSDKDECSKDNGGCQHECVNTMGS
YTCQCRNGFVLHENKHDCKEAECE
QKIHSPSGLITSPNWPDKYPSRKECT
IWVISAIPGHRITLAFNEFEVEQHQEC
IAYDHLEIFDGETEKSPILGRLCGSKIP
DPLMATGNEMFIRFISDASVQRKGF
QATHSTECGGRLKAESKPRDLYSHA
QFGDNNYPGQLDCEWLLVSERGSR
LELSFQTFEVEEEADCGYDYVEVFD
GLSSKAVGLGRFCGSGPPEEIYSIGD
\VALIHFHTDDTINKKGFYIRYKSIRYP
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