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D Entry name |organism [full name oglcnacscore joglcnac sites phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion reticulu
Q62417 SRBS1_MOUSE [Mus Sorbin 66.396098 $593;5597;51199;S1200|T51;555;S58;562;T179;S185;5S204;S [30016717;40021952;16452088;225 |MSSECDVGSSKAVVNGLASGNHGP (NaN NaN NaN  NaN NaN NaN
musculus |and SH3 209;S254;S261;S270;T325;S345;S3 |17741;36288343;35822049;261927 |DKDMDPTKICTGKGTVTLRASSSYR
domain- 76;S407;T421;S432;T475;S969;T11 [47;22645316 GTPSSSPVSPQESPKHESKSGLEPED
containing 89;T1193;T1198;S1201;S1209;T123 PSADEWKLSSSADTNGNAQPSPLAA
protein 1 8;5164;5346;5194;S376;5164;5346; KGYRSVHPSLSADKPQGSPLLNEVS

$175;5357;5288;5470

SSHIETDSQDFPPTSRPSSAYPSTTIV
NPTIVLLQHNRDPASERRAGEQDPV
PTPAELTSPGRASERRAKDASRRVVR
SAQDLSDVSTDEVGIPLRNTERSKD
WYKTMFKQIHKLNRDDDSDVHSPR
YSFSDDTKSPLSVPRSKSEMNYIEGE
KVVKRSATLPLPARSSSLKSSPERND
WEPLDKKVDTRKYRAEPKSIYEYQP
GKSSVLTNEKMSRDISPEEIDLKNEP
WYKFFSELEFGRPTNLEKDLSFCQA
ELEADLEKVETVNKSPSANSPQSSA
VSPTPDITSEPPGYIYSSNFHAVKRES
DGTPGGLASLENERQIYKSVLEGGDI
PLQGLSGLKRPSSSASTKVDRKGGN
AHMISSSSVHSRTFHTSNALGPGCK
HKKPLSAAKACISEILPSKFKPRLSAP
SALLQEQKSVLLPSEKAQSCENLCV
SLNDSKRGLPLRVGGSIENLLMRSR
RDYDSKSSSTMSLQEYGTSSRRPCP
LSRKAGLHFSMFYRDMHQINRAGL
SLGSISSSSVRDLASHFERSSLTLAR
GELGASQEGSEHIPKHTVSSRITAFE
QLIQRSRSMPSLDFSGRLSKSPTPVL
SRSGLTSARSAESLLESTKLRPREM
DGMDSGGVYASPTCSNMADHALSF
RSLVPSEPLSICSDELDHCSNVSNDS
REGSGGSVHGDFPKHRLNKCKGTC
PASYTRFTTIRKHEQQSSRQSDWRS
DSRGDKNSLLRNIHLMSPLPFRLKK
PLQQHPRQPPPSDSSESPAGQKADL
PCHDPQDQPHSAGKPQVPTRLSSRH
TMARLSHNSEPPLDRPAGLEDCTRA
INNGNPVPYSDHGLDRNNNPQSEL
AAAHGDSESPRHFIPADYLESTEEFI
RRRHDDKEKLLADQRRLKREQEEA
DIAARRHTGVIPTHHQFITNERFGDL
LNIDDTAKRKSGLEMRPARAKFDFK
AQTLKELPLQKGDVVYIYRQIDQNW
YEGEHHGRVGIFPRTYIELLPPAEKA
QPRKLAPVQVLEYGEAIAKFNFNGD
TQVEMSFRKGERITLLRQVDENWYE
GRIPGTSRQGIFPITYVDVLKRPLVKT
PVDYIDLPYSSSPSRSATVSPQQPQA
QQRRVTPDRSQPSLDLCSYQALYSY
VPQNDDELELRDGDIVDVMEKCDD
GWFVGTSRRTRQFGTFPGNYVKPLY
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