
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion

0

Q62441 TLE4_MOUSE Mus
musculus

Transducin-
like
enhancer
protein	4

47.273034 S292;S295;S299;S305;T330;T334 S208;S212;S216;S222;S245;S250;S
265;S269;S273;S292;T318;S321;S3
23;T325;T327;T334;T340;S419

22517741;40885482;36852467;358
22049;40021952

MIRDLSKMYPQTRHPAPHQPAQPFK
FTISESCDRIKEEFQFLQAQYHSLKL
ECEKLASEKTEMQRHYVMYYEMSY
GLNIEMHKQAEIVKRLNAICAQVIPF
LSQEHQQQVVQAVERAKQVTMAEL
NAIIGQQLQAQHLSHGHGLPVPLTP
HPSGLQPPAIPPIGSSAGLLALSSALG
GQSHLPIKDEKKHHDNDHQRDRDS
IKSSSVSPSASFRGSEKHRNSTDYSS
ESKKQKTEEKEIAARYDSDGEKSDD
NLVVDVSNEDPSSPRGSPAHSPREN
GLDKTRLLKKDAPISPASVASSSSTP
SSKSKELSLNEKSTTPVSKSNTPTPR
TDAPTPGSNSTPGLRPVPGKPPGVD
PLASSLRTPMAVPCPYPTPFGIVPHA
GMNGELTSPGAAYAGLHNISPQMSA
AAAAAAAAAAYGRSPVVGFDPHHH
MRVPAIPPNLTGIPGGKPAYSFHVSA
DGQMQPVPFPPDALIGPGIPRHARQI
NTLNHGEVVCAVTISNPTRHVYTGG
KGCVKVWDISHPGNKSPVSQLDCLN
RDNYIRSCRLLPDGRTLIVGGEASTL
SIWDLAAPTPRIKAELTSSAPACYALA
ISPDSKVCFSCCSDGNIAVWDLHNQ
TLVRQFQGHTDGASCIDISNDGTKL
WTGGLDNTVRSWDLREGRQLQQH
DFTSQIFSLGYCPTGEWLAVGMENS
NVEVLHVTKPDKYQLHLHESCVLSL
KFAHCGKWFVSTGKDNLLNAWRTP
YGASIFQSKESSSVLSCDISVDDKYIV
TGSGDKKATVYEVIY

True False 2.302 5.0 1.156


