
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q62645 NMDE4_RAT Rattus
norvegicus

Glutamate
receptor
ionotropic,
NMDA	2D

23.439218 NaN S1313 38843836 MRGAGGPRGPRGPAKMLLLLALAC
ASPFPEEVPGPGAVGGGTGGARPLN
VALVFSGPAYAAEAARLGPAVAAAVR
SPGLDVRPVALVLNGSDPRSLVLQL
CDLLSGLRVHGVVFEDDSRAPAVAPI
LDFLSAQTSLPIVAVHGGAALVLTPK
EKGSTFLQLGSSTEQQLQVIFEVLEE
YDWTSFVAVTTRAPGHRAFLSYIEVL
TDGSLVGWEHRGALTLDPGAGEAVL
GAQLRSVSAQIRLLFCAREEAEPVFR
AAEEAGLTGPGYVWFMVGPQLAGG
GGSGVPGEPLLLPGGSPLPAGLFAVR
SAGWRDDLARRVAAGVAVVARGAQ
ALLRDYGFLPELGHDCRTQNRTHRG
ESLHRYFMNITWDNRDYSFNEDGF
LVNPSLVVISLTRDRTWEVVGSWEQ
QTLRLKYPLWSRYGRFLQPVDDTQH
LTVATLEERPFVIVEPADPISGTCIRD
SVPCRSQLNRTHSPPPDAPRPEKRC
CKGFCIDILKRLAHTIGFSYDLYLVTN
GKHGKKIDGVWNGMIGEVFYQRAD
MAIGSLTINEERSEIVDFSVPFVETGI
SVMVARSNGTVSPSAFLEPYSPAVW
VMMFVMCLTVVAVTVFIFEYLSPVG
YNRSLATGKRPGGSTFTIGKSIWLLW
ALVFNNSVPVENPRGTTSKIMVLVW
AFFAVIFLASYTANLAAFMIQEEYVD
TVSGLSDRKFQRPQEQYPPLKFGTV
PNGSTEKNIRSNYPDMHSYMVRYN
QPRVEEALTQLKAGKLDAFIYDAAVL
NYMARKDEGCKLVTIGSGKVFATTG
YGIALHKGSRWKRPIDLALLQFLGD
DEIEMLERLWLSGICHNDKIEVMSS
KLDIDNMAGVFYMLLVAMGLSLLVF
AWEHLVYWRLRHCLGPTHRMDFLL
AFSRGMYSCCSAEAAPPPAKPPPPP
QPLPSPAYPAARPPPGPAPFVPRERA
AADRWRRAKGTGPPGGAAIADGFHR
YYGPIEPQGLGLGEARAAPRGAAGRP
LSPPTTQPPQKPPPSYFAIVREQEPT
EPPAGAFPGFPSPPAPPAAAAAAVGP
PLCRLAFEDESPPAPSRWPRSDPES
QPLLGGGAGGPSAGAPTAPPPRRAA
PPPCAYLDLEPSPSDSEDSESLGGAS
LGGLEPWWFADFPYPYAERLGPPPG
RYWSVDKLGGWRAGSWDYLPPRGG
PAWHCRHCASLELLPPPRHLSCSHD
GLDGGWWAPPPPPWAAGPPPRRRA
RCGCPRPHPHRPRASHRAPAAAPH
HHRHRRAAGGWDFPPPAPTSRSLE
DLSSCPRAAPTRRLTGPSRHARRCP
HAAHWGPPLPTASHRRHRGGDLGT
RRGSAHFSSLESEV

False True 1.515 1.911 1.67 4.359 1.176 5.0 2.331


