UniprotKB [Entry lorganism full oglcnacscore oglcnac phosphorylation sites PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl"acellular
1D name name sites reticulum |apparatus membrane region
Q62956 ERBB4_RAT |Rattus Receptor|23.439218 NaN T875;T1035;T1056;T1150;T1162;T1 (38843836 MKLATGLWVWGSLLVAARTVQPSA [True True 2.233 [4.513 [4.468 1.878 1.459 5.0 2.864
norvegicus |tyrosine- 188;T1202;T1242;T1258;T1284 SQSVCAGTENKLSSLSDLEQQYRAL
protein RKYYENCEVVMGNLEITSIEHNRDL
kinase SFLRSIREVTGYVLVALNQFRYLPLE
erbB-4 NLRIIRGTKLYEDRYALAIFLNYRKD

GNFGLQELGLKNLTEILNGGVYVDQ
NKFLCYADTIHWQDIVRNPWPSNM
TLVSTIGSSGCGRCHKSCTGRCWGP
TENHCQTLTRTVCAEQCDGRCYGPY
'VSDCCHRECAGGCSGPKDTDCFAC
MNFNDSGACVTQCPQTFVYNPTTF
QLEHNFNAKYTYGAFCVKKCPHNF
'VVDSSSCVRACPSSKMEVEENGIKM
CKPCTDICPKACDGIGTGSLMSAQTV
DSSNIDKFINCTKINGNLIFLVTGIHG
DPYNAIDAIDPEKLNVFRTVREITGF
LNIQTWPPNMTDFSVFSNLVTIGGR
'VLYSGLSLLILKQQGITSLQFQSLKEI
SAGNIYITDNSNLCYYHTINWTTLFS
TVNQRIVIRDNRRAENCTAEGMVCN
HLCSNDGCWGPGPDQCLSCRRFSR
GKICIESCNLYDGEFREFENGSICVE
CDSQCEKMEDGLLTCHGPGPDNCT
KCSHFKDGPNCVEKCPDVLQGANS
FIFKYADQDRECHPCHPNCTQGCN
GPTSHDCIYYPWTGHSTLPQHARTP
LIAAGVIGGLFILVIMALTFAVYVRRK
SIKKKRALRRFLETELVEPLTPSGTA
PNQAQLRILKETELKRVKVLGSGAF
GTVYKGIWVPEGETVKIPVAIKILNET
TGPKANVEFMDEALIMASVDHPHLV
RLLGVCLSPTIQLVTQLMPHGCLLEY
VHEHKDNIGSQLLLNWCVQIAKGM
MYLEERRLVHRDLAARNVLVKSPN
HVKITDFGLARLLEGDEKEYNADGG
KMPIKWMALECIHYRKFTHQSDVW
SYGVTIWELMTFGGKPYDGIPTREIP
DLLEKGERLPQPPICTIDVYIVMVKC
'WMIDADSRPKFKELAAEFSRMARDP
QRYLVIQGDDRMKLPSPNDSKFFQN
LLDEEDLEDMMDAEEYLVPQAFNIP
PPIYTSRTRIDSNRSEIGHSPPPAYTP
MSGSQFVYQDGGFATQQGMPMPYT
ATTSTIPEAPVAQGATAEMFDDSCC
NGTLRKPVVPHVQEDSSTQRYSADP
TVFAPERNPRAELDEEGYMTPMHD
KPKQEYLNPVEENPFVSRRKNGDLQ
ALDNPEYHSASSGPPKAEDEYVNEP
LYLNTFTNALGNAEYMKNSLLSVPE
KAKKAFDNPDYWNHSLPPRSTLQH
PDYLQEYSTKYFYKQNGRIRPIVAEN
PEYLSEFSLKPGTMLPPPPYRHRNTV
v




