g;l iprotKB Entry name [organism full oglcnacscore o.glcnac p_h osphorylation PMIDS sequence intracellular extracellular cytosol \nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
name sites sites reticulum |apparatus| membrane region
Q63092 CAMKV_RAT [Rattus CaM 36.054081 NaN S384;T438;T462 (18683930;38843836 MPFGCVILGDKKNYNQPSEVTDRY |False False 3.009 ([1.589 [0.588 0.188 False 3.436 0.954
norvegicus kinase- DLGQVVKTEEFCEIFRAKDKTTGKL
like HTCKKFQKRDGRKVRKAAKNEIGIL
vesicle- KMVKHPNILQLVDVFVTRKEYFIFLE
associated LATGREVFDWILDQGYYSERDTSNV
protein VRQVLEAVAYLHSLKIVHRNLKLEN

LVYYNRLKNSKIVISDFHLAKLENGL
IKEPCGTPEYLAPEVVGRQRYGRPVD
CWAIGVIMYILLSGNPPFYEEVEEDD
YENHDKNLFRKILAGDYEFDSPYWD
DISQAAKDLVTRLMEVEQDQRITAE
EAISHEWISGNAASDKNIKDGVCAQI
EKNFARAKWKKAVRVTTLMKRLRA
PEQSGTAATSDAATPGAAGGAVAAA
IAGGAAPASGASATVGTGGDAGCAAK
SDDMASADRSATPATDGSATPATDG
SVTPATDGSITPATDGSVTPATDRSA
TPATDGRATPATEESTVPAAQSSAAP
IAAKAAATPEPAVAQPDSTALEGATG
QAPPSSKGEEATGCAQESQRVETS




