UniprotKB Entry organism full oglcnacscore oglcnac phosphorylation sites PMIDS |sequence intracellular [extracellular|cytosol [nucleus [mitochndrion | . F ic|golgi plasma extl.'acellular
1D name name sites reticulum |apparatus membrane [region
Q63312 PHLB1 RAT Rattus Pleckstrin [23.439218 NaN S12;S14;T16;S27;S33;545;549;S57; |38843836 [LTLGARGRRTRSPSPTLGESLAPRKG [False False 2.995 [2.788 |0.635 False False 1.016 0.934
norvegicus |homology- S72;S77;S175;S421;S467 SFSGRLSPAYSLGSLTGASPRQSPHA

like QRKLSSGDLRVPIPRERKNSITEISD

domain NEDDLLEYHRRQRQERLREQEMER

family B LERQRLETILNLCAEYSRADGGPETG

member 1 ELPSIGEATAALALAGRRPSRGLAGA

IVVSGRSGEESGGASQRLWESMERS
DEENLKEECSSTESTQQEHEDAPST
KLQGEVLAVEEERAQVLGRVEQLKV
RVKELEQQLQEAAREAEMERALLQG
EREAERALLQKEQRAMDQLQEKLV
IALETGIQKERDKEADALETETKLFED
LEFQQLERESRVEEERELAGQGLLR
SKAELLRSVSKRKERLAVLDSQAGQI
RAQAVQESERLAREKNAVLQLLQKE
KEKLTVLERRYHSLTGGRPFPKTTST
LKEVYRSKMNGDMASPLPRTRSGPL
PSSSGSSSSSSQLSVATLGRSPSPKS
IALLAQNGTSSLPRNLAATLQDIETKR
QLALQQKVELPPAEPLSPEDPAGHQ
VIEEQRRRLAELKQKAAAEAQCQWD
IALHGAAAFPAGPSGFPTLMHHSILH
HLPAGRERGEEGEHAYDTLSLESSD
SMETSISTGGNSACSPDNMSSASGL
DMGKIEEMEKMLKEAHAEKSRLME
SREREMELRRQALEEERRRREQVER
RLQSESARRQQLVEKEVKLREKQFS
QARPLTRYLPNRKEDFDLKTHIESSG
HGVDTCLHVVLSSKVCRGYLIKMGG
KIKSWKKRWFVFDRLKRTLSYYVDK
HETKLKGVIYFQAIEEVYYDHLRSAA
KSPNPALTFCVKTHDRLYYMVAPSA
EAMRIWMDVIVTGAEGYTQFMN




