UniprotKB Entry organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion em!op lasmic golgi plasma extl:acellular
ID name name sites sites reticulum apparatus membrane region
Q63617 HYOU1 RAT |Rattus Hypoxia [23.439218 NaN S567 38843836  MAATVRRQRPRRLLCWALVAVLLAD |False True 1.766 |1.792 1.859 5.0 1.98 1.517 2.195
norvegicus [up- LLALSDTLAVMSVDLGSESMKVAIV
regulated KPGVPMEIVLNKESRRKTPVTVTLKE
protein 1 NERFLGDSAAGMAIKNPKATLRYFQ

HLLGKQADNPHVALYRSRFPEHELN
IVDPQRQTVRFQISPQLQFSPEEVLG
MVLNYSRSLAEDFAEQPIKDAVITVP
IAFFNQAERRAVLQAARMAGLKVLQL
INDNTATALSYGVFRRKDINSTAQNI
MFYDMGSGSTVCTIVTYQTVKTKEA
GTQPQLQIRGVGFDRTLGGLEMELR
LREHLAKLFNEQRKGQKAKDVREN
PRAMAKLLREANRLKTVLSANADH
MAQIEGLMDDVDFKAKVTRVEFEEL
CADLFDRVPGPVQQALQSAEMSLD
QIEQVILVGGPTRVPKVQEVLLKPVG
KEELGKNINADEAAAMGAVYQAAAL
SKAFKVKPFVVRDAVIYPILVEFTREV
EEEPGLRSLKHNKRVLFSRMGPYPQ
RKVITFNRYSHDFNFHINYGDLGFL
GPEDLRVFGSQNLTTVKLKGVGESF
KKYPDYESKGIKAHFNLDESGVLSL
DRVESVFETLVEDSPEEESTLTKLGN
TISSLFGGGTSSDAKENGTDAVQEE
EESPAEGSKDEPAEQGELKEEAEAP
MEDTSQPPPSEPKGDAAREGETPDE
KESGDKSEAQKPNEKGQAGPEGVPP
IAPEEEKKQKPARKQKMVEEIGVELA
VLDLPDLPEDELAHSVQKLEDLTLR
DLEKQEREKAANSLEAFIFETQDKLY
QPEYQEVSTEEQREEISGKLSATSTW
LEDEGFGATTVMLKDKLAELRKLCQ
GLFFRVEERRKWPERLSALDNLLNH
SSIFLKGARLIPEMDQIFTDVEMTTL
EKVINDTWTWKNATLAEQAKLPATE
KPVLLSKDIEAKMMALDREVQYLLN
KAKFTKPRPRPKDKNGTRTEPPLNA
SAGDQEEKVIPPTGQTEEAKAILEPD
KEGLGTEAADSEPLELGGPGAESEQ

IAEQTAGQKRPLKNDEL




