UniprotKB Entry name |organism |full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr_acel

ID sites sites reticulum |apparatus membrane region

Q63886 UD11_MOUSE Mus UDP- 37.624783 NaN NaN 40997131;37453647 MTVVCWSSRLLLLLPYLLLCVFGPS |False True 2.222 (2492 [2.182 4.384 1.201 5.0 2.102
musculus ASHAGRLLVFPMDGSHWLSMLGVI

glucuronosyltransferase
1A1

QQLQQKGHEVVVIAPEASIHIKEGSF
YTLRKFPVPFQKENVTATLVELGRTA
FNQDSFLLRVVKIYMKVKRDSSMLL
AGCSHLLHNAEFMASLEESHFDALL
TDPFLPCGSIVAQYLTVPTVYFLNKL
PCSLDSEATQCPVPLSYVPKSLSFNS
DRMNFLQRVKNVLLAVSENFMCRV
IVYSPYGSLATEILQKEVTVQDLLSPA
SIWLMRSDFVKDYPRPIMPNMVFIG
GINCLQKKPLSQEFEAYVNASGEHG
IVVFSLGSMVSEIPEKKAMEIAEALG
RIPQTVLWRYTGTRPSNLAKNTILVK
'WLPQNDLLGHPKTRAFITHSGSHGI
YEGICNGVPMVMMPLFGDQMDNA
KRMETRGAGVTLNVLEMTADDLEN
ALKTVINNKSYKENIMRLSSLHKDR
PIEPLDLAVFWVEYVMRHKGAPHLR
PAAHDLTWYQYHSLDVIGFLLAIVLT
VVFIVFKCCAYGCRKCFGGKGRVKK
SHKSKTH




