UniprotKB Entry organism (full name oglcnacscore o.glcnac p.h osphorylation PMIDS [sequence intracellular |extracellular cytosol nucleus mitochndrion enc_loplasmlc golgi plasma exu.racell“lar

ID name sites sites reticulum |apparatus membrane [region

Q641Y0 OST48_RAT [Rattus Dolichyl- 23.439218 NaN NaN 38843836 MKMVPRLAVRAWPLCGLLLAALGC |False True 0.607 [0.806 [1.038 4.487 False 4.357 0.469
norvegicus [diphosphooligosaccharide- IVCASGPRTLVLLDNLNVRDTHSLFF

-protein
glycosyltransferase 48
kDa subunit

RSLKDRGFELTFKTADDPSLSLIKYG
EFLYDNLIIFSPSVEDFGGNINVETIS
AFIDGGGSVLVAASSDIGDPLRELGS
ECGIEFDEEKTAVIDHHNYDVSDLG
QHTLIVADTENLLKAPTIVGKSSLNPI
LFRGVGMVADPDNPLVLDILTGSST
SYSFFPDKPITQYPHAVGRNTLLIAG
LQARNNARVIFSGSLDFFSDAFFNS
AVQKAAPGAQRYSQTGNYELAVALS
RWVFKEEGVLRVGPVSHHRVGETAP
PNAYTVTDLVEYSIVIEQLSNGKWVP
FDGDDIQLEFVRIDPFVRTFLKRKGG
KYSVQFKLPDVYGVFQFKVDYNRLG
YTHLYSSTQVSVRPLQHTQYERFIPS
AYPYYASAFSMMAGLFLFSVVFLHM
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