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Entry organism [full name (oglcnacscore o_glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol [nucleus mitochndrion enc!oplasmlc golgi - extr.'acellular
ID name sites sites reticulum |apparatus membrane region
Q641Y8 DDX1_RAT |Rattus ATP- 23.439218 NaN S481 38843836 MAAFSEMGVMPEIAQAVEEMDWLL |True False 4.575 [4.604 |4.221 0.925 False 0.891 0.948
norvegicus |[dependent PTDIQAESIPLILGGGDVLMAAETGS
RNA GKTGAFSIPVIQIVYETLKDQQEGKK
helicase GKATIKTGASVLNKWQMNPYDRGS
DDX1 AFAIGSDGLCCQSREVKEWHGCRAT

RGLLRGKHYYEVSCHDQGLCRVGW
STMQASLDLGTDKFGFGFGGTGKKS
HNKQFDNYGEEFTMHDTIGCYLDID
KGHVKFSKNGKDLGLAFEIPAHIKN
QALFPACVLKNAELKFNFGEEEFKF
PPKDGFVALSKAPDSYVVKSQHTGN
AQVSQTKFLPNAPKALIVEPSRELAE
QTLNNVKQFKKYIDNPKLRELLIIGG
VAARDQLSVLDNGVDIVVGTPGRLD
DLVSTGKLNLSQVRFLVLDEADGLL
SQGYSDFINRMHNQIPQITSDGKRL
QVIVCSATLHSFDVKKLSEKIMHFPT
'WVDLKGEDSVPDTVHHVVVPVNPK
TDRLWERLGKNHIRTDDVHAKDNT
RPGANSPEMWSEAIKILKGEYAVRAI
KEHKMDQAIIFCRTKIDCDNLEQYF
MQQGGGPDKKGHQFSCVCLHGDR
KPHERKQNLERFKKGDVRFLICTDV
AARGIDIHGVPYVINVTLPDEKQNYV
HRIGRVGRAERMGLAISLVATEKEK
VWYHVCSNRGKGCYNTRLKEDGGC
TIWYNEMQLLSEIEEHLNCTISQVEP
DIKVPVDEFDGKVTYGQKRAAGGGN
YKGHVDILAPTVQELAALEKEAQTSF
LHLGYLPNQLFRTF




