UniprotKB Entry name |organism full oglcnacscore |oglcnac sites p.h osphorylation PMIDS [sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc gol
ID name sites reticulum |ap]
Q64332 SYN2_MOUSE Mus Synapsin-|53.868494 'T24;T44;S50;T77;S79;T95;598;T422 |S10;T422;S426  [22517741;22645316;33300544;408 [MMNFLRRRLSDSSFIANLPNGYMT |False True 3.571 [2.777 [2.901 1.761 1.5
musculus |2 ;5426;T432;T433;S487;5488;5499;S 85482;40684658;35822049;400219 [DLQRPEPQQPPPAPGPGAATASAATS
520;S546 52;34678516 IAASPGPERRPPPAQAPAPQPAPQPAP

TPSVGSSFFSSLSQAVKQTAASAGLV
DAPAPSAASRKAKVLLVVDEPHTDW
IAKCFRGKKILGDYDIKVEQAEFSELN
LVAHADGTYAVDMQVLRNGTKVVR
SFRPDFVLIRQHAFGMAENEDFRHL
VIGMQYAGLPSINSLESIYNFCDKPW
IVFAQMVAIFKTLGGEKFPLIEQTYYP
NHREMLTLPTFPVVVKIGHAHSGM
GKVKVENHYDFQDIASVVALTQTYA
TAEPFIDAKYDIRVQKIGNNYKAYMR
TSISGNWKTNTGSAMLEQIAMSDRY
KLWVDACSEMFGGLDICAVKAVHG
KDGKDYIFEVMDCSMPLIGEHQVED
RQLITDLVISKMNQLLSRTPALSPQR
PLTTQQPQSGTLKEPDSSKTPPQRPP
PQGGPGQPQGMQPPGKVLPPRRLPS
GPSLPSSSSSSSSSSSSSSAPQRPGG
PTTTHGDASSSSNSLAEAQAPQAAP
AQKPQPHPQLNKSQSLTNAFSFSES
SFFRSSANEDEAKAETIRSLRKSFAS
LFSD




