UniprotKB Entry name organism [full name oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular |extracellular|cytosol nucleus mitochndrion em?oplasmlc golgi
ID sites reticulum  |apparatus
Q64337 SQSTM_MOUSE [Mus Sequestosome-|32.227397 NaN S24;T148;S176;S178;5207;5249;S2 |25153642;34887587;28528544 IMASFTVKAYLLGKEEATREIRRFSFC (None None None [None [None None None

musculus

1

66;T269;T272;5S308;S330;S334;S35
1;S357;S363;S367;S368;S405

FSPEPEAEAQAAAGPGPCERLLSRVA
VLFPTLRPGGFQAHYRDEDGDLVAF
SSDEELTMAMSYVKDDIFRIYIKEKK
ECRREHRPPCAQEAPRNMVHPNVI
CDGCNGPVVGTRYKCSVCPDYDLCS
VCEGKGLHREHSKLIFPNPFGHLSD
SFSHSRWLRKLKHGHFGWPGWEM
GPPGNWSPRPPRAGDGRPCPTAESA
SAPPEDPNVNFLKNVGESVAAALSP
LGIEVDIDVEHGGKRSRLTPTTPESS
STGTEDKSNTQPSSCSSEVSKPDGA
GEGPAQSLTEQMKKIALESVGQPEE
QMESGNCSGGDDDWTHLSSKEVDP
STGELQSLQMPESEGPSSLDPSQEG
PTGLKEAALYPHLPPEADPRLIESLS
QMLSMGFSDEGGWLTRLLQTKNYD
IGAALDTIQYSKHPPPL




