
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q64343 ABCG1_MOUSE Mus
musculus

ATP-
binding
cassette
sub-
family
G
member
1

33.906399 NaN NaN 21540332;22645316 MACLMAAFSVGTAMNASSYSAAMT
EPKSVCVSVDEVVSSNVDEVETDLL
NGHLKKVDNNFTEAQRFSSLPRRAA
VNIEFKDLSYSVPEGPWWKKKGYKT
LLKGISGKFNSGELVAIMGPSGAGKS
TLMNILAGYRETGMKGAVLINGMPR
DLRCFRKVSCYIMQDDMLLPHLTVQ
EAMMVSAHLKLQEKDEGRREMVKE
ILTALGLLPCANTRTGSLSGGQRKRL
AIALELVNNPPVMFFDEPTSGLDSA
SCFQVVSLMKGLAQGGRSIVCTIHQ
PSAKLFELFDQLYVLSQGQCVYRGK
VSNLVPYLRDLGLNCPTYHNPADFV
MEVASGEYGDQNSRLVRAVREGMC
DADYKRDLGGDTDVNPFLWHRPAE
EDSASMEGCHSFSASCLTQFCILFK
RTFLSIMRDSVLTHLRITSHIGIGLLI
GLLYLGIGNEAKKVLSNSGFLFFSM
LFLMFAALMPTVLTFPLEMSVFLRE
HLNYWYSLKAYYLAKTMADVPFQIM
FPVAYCSIVYWMTSQPSDAVRFVLF
AALGTMTSLVAQSLGLLIGAASTSLQ
VATFVGPVTAIPVLLFSGFFVSFDTIP
AYLQWMSYISYVRYGFEGVILSIYGL
DREDLHCDIAETCHFQKSEAILRELD
VENAKLYLDFIVLGIFFISLRLIAYFVL
RYKIRAER

False True 2.431 2.69 3.438 3.971 3.728 4.708 3.081


