
UniprotKB
ID

Entry
name organism full	name oglcnacscore oglcnac	sites phosphorylation

sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

0

Q64428 ECHA_RAT Rattus
norvegicus

Trifunctional
enzyme
subunit
alpha,
mitochondrial

34.332399 T185;T269;S270;T521;S524;S615;S
668

S231;T395;S419;S650 38843836;27213235;26446791;345
02162

MVASRAIGSLSRFSAFRILRSRGCIC
HSFTTSSALLSRTHINYGVKGDVAVI
RINSPNSKVNTLNKEVQSEFVEVMN
EIWANDQIRSAVLISSKPGCFVAGAD
INMLASCTTPQEAARISQEGQKMFE
KLEKSPKPVVAAISGSCLGGGLELAI
ACQYRIATKDRKTVLGVPEVLLGILP
GAGGTQRLPKMVGVPAAFDMMLTG
RNIRADRAKKMGLVDQLVDPLGPGI
KSPEERTIEYLEEVAVNFAKGLADRK
VSAKQSKGLMEKLTSYAMTIPFVRQ
QVYKTVEEKVKKQTKGLYPAPLKIID
AVKTGLEQGNDAGYLAESEKFGELA
LTKESKALMGLYNGQVLCKKNKFGA
PQKTVQQLAILGAGLMGAGIAQVSV
DKGLKTLLKDTTVTGLGRGQQQVFK
GLNDKVKKKALTSFERDSIFSNLIGQ
LDYKGFEKADMVIEAVFEDLAVKHK
VLKEVESVTPEHCIFASNTSALPINQI
AAVSQRPEKVIGMHYFSPVDKMQLL
EIITTDKTSKDTTASAVAVGLKQGKVI
IVVKDGPGFYTTRCLAPMMSEVIRIL
QEGVDPKKLDALTTGFGFPVGAATL
ADEVGIDVAQHVAEDLGKAFGERFG
GGSVELLKLMVSKGFLGRKSGKGFY
IYQSGSKNKNLNSEIDNILVNLRLPA
KPEVSSDEDIQYRVITRFVNEAVLCL
QEGILATPEEGDIGAVFGLGFPPCLG
GPFRFVDLYGAQKVVDRLRKYESAY
GTQFTPCQLLRDLANNSSKKFYQ

True False 1.832 1.991 5.0 1.62


