UniprotKB Entry name organism [full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion enc'loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q64471 GSTT1_MOUSE [Mus Glutathione |23.627151 NaN NaN 37453647 MVLELYLDLLSQPCRAIYIFAKKNNI (True False 3.598 [5.0 2.334 1.628 0.734 1.691 1.842
musculus |S- PFQMHTVELRKGEHLSDAFARVNP
transferase MKRVPAMMDGGFTLCESVAILLYLA
theta-1 HKYKVPDHWYPQDLQARARVDEYL

AWQHTGLRRSCLRALWHKVMFPVF
LGEQIPPETLAATLAELDVNLQVLED
KFLQDKDFLVGPHISLADLVAITELM
HPVGGGCPVFEGHPRLAAWYQRVE
AAVGKDLFREAHEVILKVKDCPPAD
LIIKQKLMPRVLAMIQ




