UniprotKB Entry organism (full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi o extl:acellular
ID name sites sites reticulum apparatus membrane region
Q64541 IAT1A4 RAT [Rattus Sodium/potassium-|23.439218 NaN S948 38843836  MEPGKETAATSEQKPRPTLRASNTN (False True 0.814 (0.887 1.04 1.149 False 5.0 0.9

norvegicus

transporting
ATPase subunit
alpha-4

RQPKVKRRKKDLEELKKEVVMDDH
KLTLDELSAKYSVDLTKGLSVTDAQE
ILTLNGPNVLTPPPTTPEWIKFCKQL
FGGFSLLLWTGSLLCFLAYGIHVSYY
QENANKDNLYLGIVLSAVVIITGCFS
YYQEAKSSKIMESFKTMVPQQALVIR
DGEKMQINVRDVVLGDLVEVKGGD
QVPADIRVIAAQGCKVDNSSLTGESE
PQSRCPDCTHENPLETRNIIFFSTNC
VEGTARGVVIATGDHTVMGRIASLTS
GLTMGKTPIATEIEHFIHIITAVAVFL
GVTFFFLSLILGYTWLDAVIFLIGIIVA
NVPEGLLATVTVCLTLTAKRMARKN
CLVKNLEAVETLGSTSTICSDKTGTL
TQNRMTVAHLWFDKTVYEADTSEE
QTTGKTFPKSSDTWFYLARIAGLCN
RADFKPHQESLPITKRTTTGDASESA
LLKFIEQSYSPVSEMRQKNPKVAEIP
FNSTNKYQMSIHLLEDNSEAHVLL
MKGAPERILDFCSSFLLNGQEYPMD
EEMKTDFQNAYIELGGLGERVLGFC
FLNLPSNFSKGFQFNTEELNFPME
NLCFAGLISMIDPPRTAVPDAVSKCR
SAGIKVIMVTGDHPITAKAIAKSVGII
SEANETAEDIAARLNISISQVSNKSIK
AIVVHGSELKDMDSGQLDNILKSYK
EIVFARTSPQQKLIIVEGCQRLGAIVA
VTGDGVNDSPALKKADIGIAMGITGS
DVSKQAADMILLDDNFASIVTGVEE
GRLIFDNLKKSIAYTLTSNIPEITPFLL
FIVLSIPLPLGTITILCIDLGTDMVPAI
SLAYETPESDIMKRLPRNPKTDNLV
NDRLIGMAYGQIGMIQALAGFFTYF
VILAENGFKPLDLLGIRLYWDDTNL
NDLEDTYGQQWTYEQRKVVEFTCQ
TAFFISIVIVQWADLIICKTRRNSLFK
QGMKNKVLIFGLLEETILAACLSYIP
GMDVALRMYPLKINWWFCALPYSV
LIFIYDEVRKLIIRRRPGGWLEKETYY




