NEICGHIVSNPEEDEEGETGWIEGA
IAILASVIIVVFVTAFNDWSKEKQFRG
LQSRIELEQKFSIIRNGQLIQLPVAEI
'VVGDIAQVKYGDLLPADGILIQGNDL
KIDESSLTGESDHVKKTLDKDPMLL
SGTHVMEGSGRMVVTAVGINSQTGI
IFTLLGANEEEDDEKKKKGKKQGVS
ENRNKAKTQDGVALEIQPLNSQEGL
DSEEKEKKASKGPKKEKSVLQGKLT
RLAVQIGKAGLIMSILTVLILILYFVVD
NFVIQRRAWLPECTPVYIQYFVKFFII
GVTVLVVAVPEGLPLAVTISLAYSVK
KMMKDNNLVRHLDACETMGNATAI
CSDKTGTLTMNRMTVVQAYIGGTHY
RQIPKPDDLPPNVLDLIVNSICINSAY
TSKILPPEKEGGLPRQVGNKTECGLL
GFVTDLKQDYQAVRSEMPEEKLFKV
YTFNSVRKSMSTVIRKPEGGFRVFS
KGASEIMLRKCDRILNKEGGIVPFKT
KDRDNMVRNVIEPMASEGLRTIGIA
YRDFDGEEPSWENENEIFTGLVCIA
VVGIEDPVRPEVPDAINKCKRAGITV
RMVTGDNVNTARAIATKCGILTPGD
DFLCLEGKEFNRLIRNEKGEVEQEK
LDKVWPRLRVLARSSPTDKHTLVKG
[IDSNIGEQRQVVAVTGDGTNDGPAL
KKADVGFAMGIAGTDVAKEASDIILT
DDNFTSIVKAVMWGRNVYDSISKFL
QFQLTVNVVAVIVAFSGACITQDSPL
KAVQMLWVNLIMDTFASLALATEPP
TDSLLRRRPYGRNKPLISRTMMKNI
LGHAVYQLGIVFLLVFAGDKLFDIDS
GRKAPLNSPPSQHYTIVENTFVLMQ
LENEINSRKIHGEKNVFAGVYRNIIF
CSVVLGTFFCQILIVEVGGKPFSCTN
LTMEQWMWCLFIGIGELLWGQVISA
IPTKSLKFLKEAGHGSDKEEISKDAE
GLEEIDHAEMELRRGQILWVRGLNR
IQTQIRVVKVFHSFRDVIHKSKNQVS
IHSFMTQPEYAADDEMSQSFLNQEE
SPSLASKSRITKRLSDAETVSQNNTN
NNAVDCHQVQIVASHPNSPLQSQET
PV

}Jl;l iprotKB Entry organism [full name |oglcnacscore o_glcnac phosphorylation sites PMIDS |[sequence intracellular [extracellular |cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma exh:acellular
name sites reticulum |apparatus membrane region
Q64542 IAT2B4_RAT |Rattus Plasma 23.439218 NaN S13;S328;5S334;S1064;S1070;T1102 (38843836 MTNPSGHNLPANSVAESYEGEFGC |False True 1.753 |1.513  [1.445 1.783 1.143 5.0 1.711
norvegicus [membrane ;S1144;S1115;S1126;S1103;S1114 TLMDLRKLMELRAADAVTQISAHYG
calcium- SVQEICARLKTSPVEGLSGNPADLEK
transporting RRLVFGKNMIPPKKPKTFLELVWEA
ATPase 4 LQDVTLIILEIAAIISLVLSFYRPPGGE




