
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q64702 PLK4_MOUSE Mus
musculus

Serine/threonine-
protein	kinase
PLK4

29.561793 S383;S385 S400;S778 40021952 MAACIGERIEDFKVGNLLGKGSFAG
VYRAESIHTGLEVAIKMIDKKAMYKA
GMVQRVQNEVKIHCQLKHPSVLELY
NYFEDNNYVYLVLEMCHNGEMNRY
LKNRMKPFSEREARHFMHQIITGM
LYLHSHGILHRDLTLSNILLTRNMNI
KIADFGLATQLNMPHEKHYTLCGTP
NYISPEIATRSAHGLESDIWSLGCMF
YTLLIGRPPFDTDTVKNTLNKVVLAD
YEMPAFLSREAQDLIHQLLRRNPAD
RLSLSSVLDHPFMSRNPSPKSKDVG
TVEDSMDSGHATLSTTITASSGTSLS
GSLLDRRLLVGQPLPNKITVFQKNK
NSSDFSSGDGSNFCTQWGNPEQEA
NSRGRGRVIEDAEERPHSRYLRRAH
SSDRASPSNQSRAKTYSVERCHSVE
MLSKPRRSLDENQHSSNHHCLGKT
PFPFADQTPQMEMVQQWFGNLQM
NAHLGETNEHHTVSPNRDFQDYPD
LQDTLRNAWTDTRASKNADTSANV
HAVKQLSAMKYMSAHHHKPEVMP
QEPGLHPHSEQSKNRSMESTLGYQ
KPTLRSITSPLIAHRLKPIRQKTKKAV
VSILDSEEVCVELLRECASEGYVKEV
LQISSDGTMITVYYPNDGRGFPLADR
PPLPTDNISRYSFDNLPEKYWRKYQY
ASRFIQLVRSKTPKITYFTRYAKCILM
ENSPGADFEVWFYDGAKIHKTENLI
HIIEKTGISYNLKNENEVTSLKEEVK
VYMDHANEGHRICLSLESVISEEEK
RSRGSSFFPIIVGRKPGNTSSPKALS
APPVDPSCCKGEQASASRLSVNSAA
FPTQSPGLSPSTVTVEGLGHTATATG
TGVSSSLPKSAQLLKSVFVKNVGWA
TQLTSGAVWVQFNDGSQLVVQAGV
SSISYTSPDGQTTRYGENEKLPEYIK
QKLQCLSSILLMFSNPTPNFQ

True False 3.736 5.0 False False False 3.0 False


