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Q64727 IVINC_MOUSE Mus Vinculin [28.142843 NaN S97;5260;5272;5275;S290;S346;S4 |36288343;39627609;39927985;375 |MPVFHTRTIESILEPVAQQISHLVIM |False True 2.874 |False |False False False 5.(

musculus

34;T537;S574;5579;S600;T604;T67
2;S721;5795;S809;T822;T1065

07081

HEEGEVDGKAIPDLTAPVAAVQAAV
SNLVRVGKETVQTTEDQILKRDMPP
AFIKVENACTKLVQAAQMLQSDPYS
VPARDYLIDGSRGILSGTSDLLLTFD
EAEVRKIIRVCKGILEYLTVAEVVET
MEDLVTYTKNLGPGMTKMAKMIDE
RQQELTHQEHRVMLVNSMNTVKEL
LPVLISAMKIFVTTKNSKNQGIEEAL
KNRNFTVEKMSAEINEIIRVLQLTS
WDEDAWASKDTEAMKRALASIDSK
LNQAKGWLRDPNASPGDAGEQAIR
QILDEAGKVGELCAGKERREILGTCK
MLGQMTDQVADLRARGQGASPVAM
QKAQQVSQGLDVLTAKVENAARKLE
AMTNSKQSIAKKIDAAQNWLADPNG
GPEGEEQIRGALAEARKIAELCDDPK
ERDDILRSLGEIAALTSKLGDLRRQG
KGDSPEARALAKQVATALQNLQTKT
NRAVANSRPAKAAVHLEGKIEQAQR
WIDNPTVDDRGVGQAAIRGLVAEGH
RLANVMMGPYRQDLLAKCDRVDQL
TAQLADLAARGEGESPQARALASQL
QDSLKDLKAQMQEAMTQEVSDVFS
DTTTPIKLLAVAATAPPDAPNREEVF
DERAANFENHSGRLGATAEKAAAVG
TANKSTVEGIQASVKTARELTPQVIS
AARILLRNPGNQAAYEHFETMKNQ
WIDNVEKMTGLVDEAIDTKSLLDAS
EEAIKKDLDKCKVAMANIQPQMLVA
GATSIARRANRILLVAKREVENSEDP
KFREAVKAASDELSKTISPMVMDAK
AVAGNISDPGLQKSFLDSGYRILGAV
AKVREAFQPQEPDFPPPPPDLEQLR
LTDELAPPKPPLPEGEVPPPRPPPPE
EKDEEFPEQKAGEVINQPMMMAAR
QLHDEARKWSSKGNDIIAAAKRMAL
LMAEMSRLVRGGSGTKRALIQCAKD
IAKASDEVTRLAKEVAKQCTDKRIRT
NLLQVCERIPTISTQLKILSTVKATML
GRTNISDEESEQATEMLVHNAQNL
MQSVKETVREAEAASIKIRTDAGFTL
RWVRKTPWYQ




