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UniprotkB Entry name |organism full name joglcnacscore og;lcnac P OSE rylation PMIDS sequence intracellular [extracellular |cytosol [nucleus |mitochndrion | . ¥ golgi plasma extl."acellular
ID sites sites reticulum apparatus membrane [region
Q659A1 ICE2_HUMAN Homo Little 24.315587 'T429;S834S17;S326;S571;T573 (38253038;39531497 [MSSKMVISEPGLNWDISPKNGLKTF [True False 4.678 |5.0 0.894 1.026 0.877 1.31 0.799
sapiens |elongation FSRENYKDHSMAPSLKELRVLSNRR
complex IGENLNASASSVENEPAVSSATQAK
subunit 2 EKVKTTIGMVLLPKPRVPYPRFSRFS

QREQRSYVDLLVKYAKIPANSKAVGI
NKNDYLQYLDMKKHVNEEVTEFLK
FLQNSAKKCAQDYNMLSDDARLFT
EKILRACIEQVKKYSEFYTLHEVTSL
MGFFPFRVEMGLKLEKTLLALGSVK
[YVKTVFPSMPIKLQLSKDDIATIETSE
QTAEAMHYDISKDPNAEKLVSRYHP
QIALTSQSLFTLLNNHGPTYKEQWEI
PVCIQVIPVAGSKPVKVIYINSPLPQK
KMTMRERNQIFHEVPLKFMMSKNT
SVPVSAVFMDKPEEFISEMDMSCEV
NECRKIESLENLYLDFDDDVTELETF
GV KVSKSPSPASTSTVPNMTDAP
TAPKAGTTTVAPSAPDISANSRSLSQI
LMEQLQKEKQLVTGMDGGPEECKN
KDDQGFESCEKVSNSDKPLIQDSDL
KTSDALQLENSQEIETSNKNDMTIDI
LHADGERPNVLENLDNSKEKTVGSE
IAAKTEDTVLCSSDTDEECLIIDTECK
NNSDGKTAVVGSNLSSRPASPNSSS
GQASVGNQTNTACSPEESCVLKKPI
KRVYKKFDPVGEILKMQDELLKPISR
KVPELPLMNLENSKQPSVSEQLSGP
SDSSSWPKSGWPSAFQKPKGRLPYE
LQDYVEDTSEYLAPQEGNFVYKLFSL
QDLLLLVRCSVQRIETRPRSKKRKKI
RRQFPVYVLPKVEYQACYGVEALTES
ELCRLWTESLLHSNSSFYVGHIDAF
TSKLFLLEEITSEELKEKLSALKISNL
FNILQHILKKLSSLQEGSYLLSHAAE
DSSLLIYKASDGKVTRTAYNLYKTHC
GLPGVPSSLSVPWVPLDPSLLLPYHI
HHGRIPCTFPPKSLDTTTQQKIGGTR
MPTRSHRNPVSMETKSSCLPAQQV
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