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D Entry name organism| o oglcnacscore sites phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion reticulum ||apparatus|/membrane|regic
Q659C4 LAR1B_HUMAN Homo La- 24.40031 NaN S60;5327;T329;S335;S340;S343;T4 |28411811;23301498 MENWPTPSELVNTGFQSVLSQGNK [None None None [None [None None None None None
sapiens |[related 27;S432;S436;T454 KPQNRKEKEEKVEKRSNSDSKENR
protein ETKLNGPGENVSEDEAQSSNQRKR
1B

ANKHKWVPLHLDVVRSESQERPGS
RNSSRCQPEANKPTHNNRRNDTRS
WKRDREKRDDQDDVSSVRSEGGNI
RGSFRGRGRGRGRGRGRGRGNPRL
NFDYSYGYQEHGERTDQPFQTELNT
SMMYYYDDGTGVQVYPVEEALLKEY
IKRQIEYYFSVENLERDFFLRGKMDE
QGFLPISLIAGFQRVQALTTNLNLILE
ALKDSTEVEIVDEKMRKKIEPEKWPI
PGPPPRSVPPTDFSQLIDCPEFVPGQ
AFCSHTESAPNSPRIGSPLSPKKNSE
TSILQAMSRGLSTSLPDLDSEPWIEV
KKRHQPAPVKLRESVSVPEGSLNQL
CSSEEPEQEELDFLFDEEIEQIGRKN
TFTDWSDNDSDYEIDDQDLNKILIVT
QTPPYVKKHPGGDRTGTHMSRAKIT
SELAKVINDGLYYYEQDLWMEEDEN
KHTAIKQEVENFKKLNLISKEQFEN
LTPELPFEPNQEVPVAPSQSRQGGV
QGVLHIPKKDLTDELAQKLFDVSEIT
SAAMVHSLPTAVPESPRIHPTRTPKT
PRTPRLQDPNKTPRFYPVVKEPKAID
VKSPRKRKTRHSTNPPLECHVGWV
MDSRDRGPGTSSVSTSNASPSEGAP
LAGSYGCTPHSFPKFQHPSHELLKE
NGFTQQVYHKYRRRCLSERKRLGIG
QSQEMNTLFRFWSFFLRDHFNKKM
YEEFRQLAWEDAKENYRYGLECLFR
FYSYGLEKKFRREIFQDFQEETKKDY
ESGQLYGLEKFWAYLKYSQSKTQSI
DPKLQEYLCSFKRLEDFRVDPPISDE
FGRKRHSSTSGEESNRHRLPPNSST
KPPNAAKPTSTSELQVPINSPRRNIS
PESSDNSH




