
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

extracellular
region

0

Q65Z40 WAPL_MOUSE Mus
musculus

Wings
apart-
like
protein
homolog

25.875327 S424;T426 S77;S226;S228;T286;S355;S388;S4
52;S468;S470;S914

30059200 MTSRFGKTYSRKGGNGSSKFDEVFS
NKRTTLSTKWGETTFMAKLGQKRP
NFKPDIQEIPKKPKVEEEDTGDPFGF
DSDDESLPVSSKNLAQGKGSSYSES
SEAAQLEEVTSVFEANSKCSHVVGE
DSFASDRCLLVEDTLIGKEKSISRIPE
DNANKSSCTKLLTSDKVENFSEEHE
KNSHHFHKNAEDSTKKPNAETAVA
SEYKADETKETNDTWNSQSGKRTES
PSESCPVKGSVRTGLYEWDNDFEDI
RSEDCILSLDNESLLEMKDEDLKNR
IGGLENLNETFEEDIIQSVLRPSNCR
TYCRANKARSSQGASNFDKLMDGT
SQSLAKANSESSKDGLNQAKKGSAS
CGTSFRGTVGRTRDYTVLHPSCLSV
CNVTIQDTMERSMDEFTASTPADLG
EAGRLRKKADIATSKTTTRFRPSNTK
SKKDVKLEFFGFEDHDETGGDEGGS
GSSNYKIKYFGFDDLSESEDDDDDD
CQVERKKDKKRTKTAPSPSQQPPPE
SSDNSQDSQSSTNNAENLDFTEDLP
GVPESVKKPISKQGDKSKENTRKIFS
GPKRSPTKAVYNARHWNHPDSEEL
PGPPIAKPQRVTVRLSSKEPNQKDD
GVFKAPAPPLKVIKTVTIPTQPYQEIV
TALKCRKEDKELYTVVQHVKHFNDV
VEFGENQEFTDDIEYLLSGLKSTQPL
NTRCLSVISLATKCAMPSFRMHLRA
HGMVAMVFKTLDDSQHHQNLSLCT
AALMYILSRDRLNMDLDRASLDLMI
RLLELEQDASSAKLLNEKDMNKIKE
KIRRLCETVHNKHLDLENITTGHLA
METLLSLTSKRAGDWFKEELRLLGG
LDHIVDKVKECVDHLSRDDEDEEKL
VASLWGAERCLRVLESVTVHNPEN
QSYLIAYKDSQLIISSAKALQHCEDLI
QQYNRAENSICVADSNPLPYQNVTN
HVGKAVEDCMRAIIGVLLNLTNDNE
WGSTKTGEQEGLIGTAMNCVLQVPK
YLPQEQRFDIRVLGLGLLINLVEYSA
RNRHCLVNMQTSCSFDSSFSSGEG
DHSLRLAGQVHAVQALVQLFLERER
AAQLAESKTDELIKDAPTTQHDKSG
EWQETSGEIQWVSTEKTDGAEEKQK
KEEEDEELDLNKALQHAGKHMEDC
IVASYTALLLGCLCQESPINVTTVREY
LPEGDFSIMTEMLKKFLSFMNLTCA
VGTTGQKSISRVIEYLEHC

None None None None None None None None None


