UniprotKB Entry name |organism [full name |oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol [nucleus mitochndrion | .. golgi plasma fextrac
ID sites reticulum apparatus membrane [regio1
Q66GS9 CP135 HUMAN |Homo Centrosomal [16.682301 S261 S383;S439;S688;T1121;S1130(30379171;37217939 MTTAVERKYINIRKRLDQLGYRQTLT |True False 4.331 |3.126 1.315 0.807 1.543 1.441 0.873
sapiens [protein of VECLPLVEKLFSDLVHTTESLRQSKL
135 kDa SAVKAEKESANFDFVLEPYKLENAR

LSRENNELYLELMKLREHSDQHVK
ELKTSLKKCARETADLKFLNNQYAH
KLKLLEKESKAKNERIQQLQEKNLH
AVVQTPGGKKRSIAFRRQRMQIDEP
VPPSEVSSYPVPQPDDPYIADLLQVA
DNRIQELQQEVHQLQEKLAMMESG
VRDYSKQIELREREIERLSVALDGGR
SPDVLSLESRNKTNEKLIAHLNIQVD
FLQQANKDLEKRIRELMETKETVTS
EVVNLSNKNEKLCQELTEIDQLAQQ
LERHKEEVLETADKELGEAKKEIKR
KLSEMQDLEETMAKLQLELNLCQK
EKERLSDELLVKSDLETVVHQLEQE
KQRLSKKVESFAVTERQLTLEVERM
RLEHGIKRRDRSPSRLDTFLKGIEEE
RDYYKKELERLQHIIQRRSCSTSYSA
REKSSIFRTPEKGDYNSEIHQITRER
DELQRMLERFEKYMEDIQSNVKLLT
AERDKLSVLYNEAQEELSALRKEST
QTTAPHNIVSLMEKEKELALSDLRRI
MAEKEALREKLEHIEEVSLFGKSEL
EKTIEHLTCVNHQLESEKYELKSKVL
IMKETIESLENKLKVQAQKFSHVAG
DSSHQKTEVNSLRIVNEQLQRSVDD
YQHRLSIKRGELESAQAQIKILEEKID
ELNLKMTSQDEEAHVMKKTIGVIDK
EKDFLQETVDEKTEKIANLQENLAN
KEKAVAQMKIMISECESSVNQLKET
LVNRDREINSLRRQLDAAHKELDEV
GRSREIAFKENRRLQDDLATMAREN
QEISLELEAAVQEKEEMKSRVHKYIT
EVSRWESLMAAKEKENQDLLDRFQ
MLHNRAEDWEVKAHQAEGESSSVR
LELLSIDTERRHLRERVELLEKEIQE
HINAHHAYESQISSMAKAMSRLEEE
LRHQEDEKATVLNDLSSLRELCIKL
DSGKDIMTQQLNSKNLEFERVVVEL
ENVKSESDLLKKQLSNERHTVKNLE
SLLATNRDKEFHSHLTSHEKDTEIQ
LLKEKLTLSESKLTSQSRENTMLRA
KVAQLQTDYDALKRQISTERYERERA
IQEMRRHGLATPPLSSTLRSPSHSPE
HRNV




