UniprotKB Entry organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular [extracellular cytosol [nucleus mitochndrion enc!oplasmlc golgi plasma extr:acellular
ID name name sites sites reticulum apparatus membrane region
Q66H50 FACR1 RAT [Rattus Fatty 23.439218 NaN NaN 38843836 [ MVSIPEYYEGKNILLTGATGFLGKVL |False False 2.337 [1.506 [1.819 1.356 0.695 1.26 0.931
norvegicus [acyl-CoA LEKLLRSCPKVNSVYVLVRQKAGQT
reductase PQERVEEILSGKLFDRLRDENPDFR

1

QKITAINSELTQPKLALSEEDKEIIIDS
TNVIFHCAATVRFNENLRDAVQLNV
IATRQLILLAQQMKNLEVFMHVSTA
YAYCNRKHIDEVVYPPPVDPKKLIDS
LEWMDDGLVNDITPKLIGDRPNTYIY
TKALAEYVVQQEGAKLNVAIVRPSIV
GASWKEPFPGWIDNFNGPSGLFIAA
GKGILRTMRASNNALADLVPVDVVV
NTSLAAAWYSGVNRPRNIMVYNCTT
GSTNPFHWGEVGDYLNHSFKTNPL
NQVFRHPYVKFYSNNLMLHYWKGV
KHTVPALLLDLALRLTGQKPWMMK
TITRLHKAMVFLEYFTSNSWVWNTD
NVNMLMNQLNPEDKKTFNIDVRQL
HWAEYIENYCMGTKKYVLNEEMSG
LPAARKHLNKLRNIRYGFNTILVILI
'WRIFIARSQMARNIWYFVVSLCYKFL
SYFRASSTMRY




