UniprotKB Entry organism (full name |oglcnacscore oglcnac p'h osphorylation PMIDS [sequence intracellular |extracellular cytosol nucleus imitochndrion enc.loplasmlc golgi [plasma extl:acellular
1D name sites sites reticulum apparatus membrane [region
Q66HAS C2D1A RAT [Rattus Coiled- 23.439218 NaN T91;S247;S434  |38843836 MHKRNGPQAPPGRGAVTARQLGLL (True False 4.413 |5.0 2.438 False False 0.697 False
norvegicus |coil and VDFSPDGLMIPEDGVNDEELEAEFL

C2 ALVGGQPQALEKLKGKGPLPMEAIE

domain- KMARLCMRDLDEDEEGTDEDVEAD

containing EDLLAELNEVLGEERKAVEPAMPVV

protein 1A QPKPSSPNPGIEATLQERLILYQSAV

ESARQAGDSAKMRRYDRGLKTLENL
LVSAKKGNTINEADIPPPVASGKGPA
IGHSHTHTTSHLAPVSPPAPEPSVTL
EAPSTTAQTSAKPQLSPDPCSPLARL
QSLQHEYKVAALRAKHQDDTATAAR
'YLRVSKSFDPVLEALSRGELVDLSRL
PPPPDQLSPEPPLPAAQPVTPASTLT
RPEVPQPPKNLLEALEQRMERYHVA
IAAQAKAKGDQRKARMHERIVKQYQ
DAIRAHKAGRAVDVAELPVPPGFPPI
QGLESAEPSQQSLVGVLETAMKILAN
HEEGSDEEEEETPKKNTPAASTAQP
KASPSRAPPSGPAPAGKAASKGTSTR
IAQQQLAFLEGRKKQLLQAALRAKQK
NDVEGAKMHLRQAKGLEPMLEASR
NGLPVDIAKVPPAPVNKDDFVLVQR
PGPGMSQEAVRRYGELTKLLRQQHE
MCLNHSTQFTHLGNIAETIKFEKLA
EDCKRSMDTLKQAFARSLPTPAARF
EQRTFSVIKIFPDLSNNDMLLFIVKG
INLPTPPGLSPSDLDAFVRFDFPYPN
VEEAQKDKTSVIKSTDSPEFKEQFKL
CINRGHRGFRRAIQTKGIKFEVVHK
GGLFKTDRVLGTAQLKLDTLETACE
VHEILEVLDGRRPTGGRLEVMVRIR
EPLTAQQLETTTERWLVIDHIPAAVP
TVTGPKAKVPLIPASSKEAGNRSSRP
LHSLSVLAFDQERLERKILALRQARR
PVPPEVAQQYQDVVQRSQWQRAQL
EQGGAALRREYASHLERQLHFYTEA
ARRLGYDGSREAAKEALYRRNLVES
ELQRLRR




