UniprotKB Entry organism full oglcnacscore o.glcnac phosphorylation sites PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi [plasma extr.acellular
ID name name sites reticulum |apparatus membrane region
Q66HAS8 HS105_RAT [Rattus Heat |28.175057 NaN S509;S510;S558;T562;S810;T816|18683930 MSVVGLDVGSQSCYIAVARAGGIETI |[None None None |None None None None None None
norvegicus [shock IANEFSDRCTPSVISFGPKNRTIGVAA
protein KNQQITHANNTVSSFKRFHGRAFN
105 DPFIQKEKENLSYDLVPMKNGGVGI
kDa KVMYMDEDHLFSVEQITAMLLTKLK

ETAENNLKKPVTDCVISVPSFFTDAE
RRSVLDAAQIVGLNCLRLMNDMTA
IVALNYGIYKQDLPNADEKPRVVVFV
DMGHSSFQVSACAFNKGKLKVLGT
IAFDPFLGGKNFDEKLVEHFCAEFKT
KYKLDAKSKIRALLRLHQECEKLKKL
MSSNSTDLPLNIECFMNDKDVSAK
MNRSQFEELCAELLQKIEVPLHLLM
EQTHLKTEEVSAIEIVGGATRIPAVKE
RIARFFGKDVSTTLNADEAVARGCA
LQCAILSPAFKVREFSVTDAVPFPISL
IVWNHDSEETEGVHEVFSRNHAAPF
SKVLTFLRRGPFELEAFYSDPQAVPY
PEAKIGRFVVQNVSAQKDGEKSKVK
IVKVRVNTHGIFTISTASMVEKVPTEE
EDGSSVEADMECPNQKPAESSDVD
KNIQQDNSEAGTQPQVQTDGQQTS
QSPPSPELTSEENKIPDADKANEKKV
DQPPEAKKPKIKVVNVELPVEANLV
WQLGRDLLNMYIETEGKMIMQDKL
EKERNDAKNAVEECVYEFRDKLCGP
YEKFICEQEHEKFLRLLTETEDWLYE
EGEDQAKQAYIDKLEELMKMGTPVK
VRFQEAEERPRVLEELGQRLQHYAK
IAADFRGKDEKYNHIDESEMKKVEK
SVNEVMEWMNNVMNAQAKRSLHQ
DPVVRTHEISAKVKELNNVCEPVVT
QPKPKIESPKLERTPNGPNMDKKED
LEGKSNLGADAPHQNGECHPNEKG
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