UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion ent!oplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane [region
Q66HV4 COPB_DANRE |Danio Coatomer|26.412228 NaN NaN 40044042 MTAAENVCYTLINVTNDSEPPSEVS |NaN NaN NaN NaN NaN NaN NaN NaN None
rerio subunit LKTDLEKGEIKAKTEALKKVIIMILNG
beta EKLPGLLMTIIRFVLPLQDHTIKKLLL

IVFWEIVPKTTPDGKLLQEMILVCDAY
RKDLQHPNEFIRGSTLRFLCKLKES
ELLEPLMPAIRACLEHRHSYVRRNA
IVLAIYTIYRNFEHLIPDAPELIHDFLV
NEKDASCKRNAFMMLIHADQDRAL
DYLSTCIDQVHTFGDILQLVIVELIYK
IVCHANPSERARFIRCIYNLLQSSSPA
IVKYEAAGTLVTLSSAPTAIKAAAQCYI
DLIIKESDNNVKLIVLDRLIELKEHPT
HERVLQDLVMDILRVLTTPDLEVRK
KTLQLALDLVSSRNVEELVIVLKKEV
IKTNNVTEHEDTDKYRQLLVRTLHS
CSVRFPDMAANVIPVLMEFLSDTNE
IAAAADVLEFVREAIQRFDNLRPLIIE
KMLEVFHAIKTVKIYRGALWILGEYC
STKEDIQSVMTEVRRSLGEIPIVENE
LKKEAGEVKPEEEVTAAPAPKLVTE
MGTYVTQSALSTSRPSKKEEDRPPL
RGFLMDGDFYVAASLATTLTKVALR
IYVALAEDKRRQNSFVAEAMLIMATV
LHLGKSSLPKKPITDDDVDRISLCLK
IVLSECSPLMNDIFNKECRRSLSHML
AVRLEEEKLSQKKESEKRNVTVQAD
DPISFMQLTAKNEMASKEDQFQLSL
LAAMGNTQRKEATDPLASKLNKVTQ
LTGFSDPVYAEAYVHVNQYDIVLDVL
IVVNQTSDTLQNCTLELATLGDLKLV
EKPSPLTLAPHDFANIKANVKVASTE
NGIIFGNIVYDVSGAASDRNCVVLSD
IHIDIMDYIQPASCTDAEFRQMWAE
FEWENKVTVNTNITDLNDYLLHILK
STNMKCLTPEKALSGICGFMAANLY
IARSIFGEDALANVSIEKPIHLGVDAP
IVNGHIRIRAKSQGMALSLGDKINLS
QKRTAS




