UniprotKB Entry name |organism full oglcnacscore o‘glcnac p.h osphorylation PMIDS [sequence intracellular |extracellular [cytosol [nucleus mitochndrion enqoplasmlc golgi plasma extx:acellular
ID name sites sites reticulum apparatus membrane region
Q67YI9 EPN2_ARATH |Arabidopsis |Clathrin [27.144759 NaN S270;S282 28154133 |MKKVFGQTVRDLKREVNKKVLKVP [None None None |None None None None None None

thaliana

interactor
EPSIN 2

GVEQKVLDATSNEPWGPHGSLLADL
IAQASRNYHEYQLIMVVIWKRLSDTG
KNWRHVYKALTVLEYMVGHGSERVI
DEIRERAYQISTLSDFQYIDSGGRDQ
GSNVRKKSQSLVALVNDKERIAEVR
QKAAANRDKYRSSAPGGMYKPSGGY
GDKYDYGSRDEERSSYGREREYGYR
DDDRNSRDGDRHSRDSEDRYGRDG
NRDDDYRGRSRSVDNYGSRGRSSE
REREDDGHSSSRGSGARADDNSQD
GRGGLQRKFSEQNIGAPPSYEEAVS
DSRSPVYSERDGGETPQVTAPGAAS
PPPPQVAAPEAASPPTGTNTANTTAT
FVNESPSQKVETFDEFDPRSAFSAG
PPAYASTDGVTAPPTVTSMSAPTTSN
SVEMDLLGSLADVFSSNALAIVPADS
IYVETNGQANAGPAPSFSTSQPSTQS
FDDPFGDSPFKAFTSTDTDSTPQQN
FGASFQPPPPAFTSEVSHPDTAHNF
GFGDSFSAVANPDPASQNVQPPSNS
PGFPQEQFATSQSGIDILAGILPPSGP
PVQSGPSIPTSQFPPSGNNMYEGFH
SQPPVSTAPNLPGQTPFGQAVQPYN
MVPHSQNMTGAMPFNSGGFMHQP
GSQTPYSTPSGPAGQFMAHQGHGM
PPSHGPQRTQSGPVTLQGNNNVMG
DMFSQATPNSLTSSSSHPDLTPLTG
IAIEIVPPPQKKFEPKSSVWADTLSRG
LVNFNISGSKTNPLADIGVDFEAINR
REKRLEKQTNTPATSTINMGKAMGS
GTGLGRSGATAMRPPPNPMTGSGM
PMGGGMGVGSYGGMNQNQPMGM
GMGAGMNQNQPMGMGMGPGMN
MNMNMGGYGQGYPMQPQNPGMV
PSPNMPGNNYNPMMGQGGYNPQQ

SYGGGYR




