PQVILPQFGGYWIEDPENVGTPTSLG
SSICEEEEEDNLSPNTFGYKLECKGE
IARAYRRHFLGKDHLNFYCTGSSLGN
LILSVKCEEAEGIEYLRVILRSKLKTV

HERIPLAGLSKLPSVPQIAKAFCDDA

IVGLRFNPVLYPKASQMIVSYDEHEV

NNTFKFGVIYQKARQTLEEELFGNN
EESPAFKEFLDLLGDTITLQDFKGFR
GGLDVTHGQTGVESVYTTFRDREIM
FHVSTKLPFTDGDAQQLQRKRHIGN
DIVAIIFQEENTPFVPDMIASNFLHA

'YIVVQVETPGTETPSYKVSVTAREDV

PTFGPPLPSPPVFQKGPEFREFLLTK
LTNAENACCKSDKFAKLEDRTRAAL
LDNLHDELHAHTQAMLGLGPEEDK
FENGGHGGFLESFKRAIRVRSHSME
TMVGGQKKSHSGGIPGSLSGGISHN
SMEVTKTTFSPPVVAATVKNQSRSPI
KRRSGLFPRLHTGSEGQGDSRARCD
STSSTPKTPDGGHSSQEIKSETSSNP
SSPEICPNKEKPFMKLKENGRAISRS
SSSTSSVSSTAGEGEAMEEGDSGGS
QPSTTSPFKQEVFVYSPSPSSESPSL

GAAATPIIMSRSPTDAKSRNSPRSNL

KFRFDKLSHASSGAGH

}Jl;l iprotKB Entry name  |organism full oglcnacscore oglcnac phosphorylation sites PMIDS |sequence intracellular [extracellular [cytosol nucleus|mitochndrion |*, .. | golgi [plasma extracellula
name sites reticulum  |apparatus|membrane [region
Q684P5 RPGP2_HUMAN [Homo Rap1l 22.903221 T325 S7,S45;T49;S507;S544;S558;S564;S (38253038 MFGRKRSVSFGGFGWIDKTMLASL [None None None [None None None None None None
sapiens |GTPase- 612;S613 KVKKQELANSSDATLPDRPLSPPLTA
activating PPTMKSSEFFEMLEKMQGIKLEEQK
protein 2 PGPQKNKDDYIPYPSIDEVVEKGGPY




