}Jl;l iprotKB Entry name organism full oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc}oplasmw golgi plasma extx:ace
name sites reticulum |apparatus membrane region
Q68CQ4 UTP25_HUMAN [Homo U3 small [20.226971 NaN S10;S50;552;S58;560;S62;564 37217939;28510447 MGKRGSRSQSQLLNTLTKKQKKHL (True False 1.107 |5.0 1.413 0.7 0.597 0.972 0.84
sapiens  |nucleolar RDFGEEHPFYDRVSRKEAKPQICQL
RNA- SESSDSSDSESDSESEPQQVSGYHR
associated LLATLKNVSEEEEEDEEEEEEEDSIV
protein 25 DDAEMNDEDGGSDVSVEEEMAAES
homolog TESPENVALSADPEGKEDGEEPPGT

SQTSPEEFTDAKHESLFSLETNFLEE
ESGDNSSLKASQDPFLQHVNKELKE
KAIQAVATNPKTTHELKWPILGQLFF
SSKFQKLETFKPPKDIDLKSLHLQKP
LESTWTKTNSQFLSGPQKSSSPFTPL
QKELFLIMNSYRDLFYPERTALKNG
EEIRHVYCLHVINHILKANAQVLGN
NSRRRSQKFGVGDDDDFRDQGLTR
PKVLIVVPFREAALRVVQLFISLLEGD
SKKKIIVSNKKRFQGEYGSDPEERPP
NLKRPEDYEAVFVGNIDDHFRIGVAI
LQRSIRLYAPFYSSDILIASPLGLRTII
GGEGEKKRDFDFLSSIELLIIDQADIY
LMQNWEHVLHLMNHMNLLPLDSH
GVDFSRVRMWSLNNWSKYYRQTLL
FGALQDAQINSVFNKYCVNMQGQV
AVRNVPMTGSISHVLVQLPHVFQRM
EAENLASVIDARFNFFVNKILPQYRD
AVMSHTLIYIPSYFDFVRLRNYFKKE
ELNFTHICEYTQKSGVSRARHFFLQ
GEKQFLLFTERFHFYKRYTIKGIRNLI
FYELPTYPHFYSEICNMLRATNRGE
EATWTCTVLYSKYDAQRLAAVVGVE
RAAQMLQSNKNVHLFITGEK




