3

QSVAYKDFIYFTVFEGNVRNVSEVSV
EYLCSQPCVVNLEAVVSSEFRSSIPV
YKKRWKNEKHLHTSRTQIVHVKFPS
IMVYRDDYFIRHSISVSAVIVRAWITH
KYSGRDWNVKWEENLLHAVAKNYT
LLQTIPPFERPFKDHQVCLEWNMGY
IWNLRANRIPQCPLENDVVALLGFP
YASSGENTGIVKKFPRFRNRELEATR
RQRMDYPVFTVSLWLYLLHYCKANL
CGILYFVDSNEMYGTPSVFLTEEGYL
HIQMHLVKGEDLAVKTKFIIPLKEWF
RLDISFNGGQIVVTTSIGQDLKSYHN
QTISFREDFHYNDTAGYFIIGGSRYV
AGIEGFFGPLKYYRLRSLHPAQIFNP
LLEKQLAEQIKLYYERCAEVQEIVSV
YASAAKHGGERQEACHLHNSYLDL
QRRYGRPSMCRAFPWEKELKDKHP
SLFQALLEMDLLTVPRNQNESVSEI
GGKIFEKAVKRLSSIDGLHQISSIVPF
LTDSSCCGYHKASYYLAVFYETGLN
VPRDQLQGMLYSLVGGQGSERLSS
MNLGYKHYQGIDNYPLDWELSYAYY
SNIATKTPLDQHTLQGDQAYVETIRL
KDDEILKVQTKEDGDVFMWLKHEA
TRGNAAAQQRLAQMLFWGQQGVAK
NPEAAIEWYAKGALETEDPALIYDYA
IVLFKGQGVKKNRRLALELMKKAAS
KGLHQAVNGLGWYYHKFKKNYAKA
AKYWLKAEEMGNPDASYNLGVLHL
DGIFPGVPGRNQTLAGEYFHKAAQG
GHMEGTLWCSLYYITGNLETFPRDP
EKAVVWAKHVAEKNGYLGHVIRKGL
NAYLEGSWHEALLYYVLAAETGIEVS
QTNLAHICEERPDLARRYLGVNCVW
RYYNFSVFQIDAPSFAYLKMGDLYYY
GHQNQSQDLELSVQMYAQAALDGD
SQGFFNLALLIEEGTIIPHHILDFLEI
DSTLHSNNISILQELYERCWSHSNE
ESFSPCSLAWLYLHLRLLWGAILHS
ALIYFLGTFLLSILIAWTVQYFQSVSA
SDPPPRPSQASPDTATSTASPAVTPA
ADASDQDQPTVTNNPEPRG

UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular |cytosol [nucleus mitochndrion en(!oplasmlc golgi plasma extl.'acellular
ID name sites sites reticulum apparatus membrane [region
Q68CR1 SE1L3_HUMAN [Homo Protein [25.090618 'T207;T820|S608 35289036 | MQRRGAGLGWPRQQQQQPPPLAVG |None None None |None None None None None None
sapiens |sel-1 PRAAAMVPSGGVPQGLGGRSACALL
homolog LLCYLNVVPSLGRQTSLTTSVIPKAE




