
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

0

Q68CZ2 TENS3_HUMAN Homo
sapiens

Tensin-
3

12.121816 S1118 T323;S332;S361;S440;S516;S571;T
632;S649;S660;S687;S690;S735;S7
76;T780;S811;S866;S901;S1149;S1
154;S1293;S1441

39531497;30379171;38665916;285
10447;39302247

MEEGHGLDLTYITERIIAVSFPAGCS
EESYLHNLQEVTRMLKSKHGDNYL
VLNLSEKRYDLTKLNPKIMDVGWPE
LHAPPLDKMCTICKAQESWLNSNLQ
HVVVIHCRGGKGRIGVVISSYMHFT
NVSASADQALDRFAMKKFYDDKVSA
LMQPSQKRYVQFLSGLLSGSVKMN
ASPLFLHFVILHGTPNFDTGGVCRPF
LKLYQAMQPVYTSGIYNVGPENPSRI
CIVIEPAQLLKGDVMVKCYHKKYRSA
TRDVIFRLQFHTGAVQGYGLVFGKE
DLDNASKDDRFPDYGKVELVFSATP
EKIQGSEHLYNDHGVIVDYNTTDPLI
RWDSYENLSADGEVLHTQGPVDGS
LYAKVRKKSSSDPGIPGGPQAIPATN
SPDHSDHTLSVSSDSGHSTASARTD
KTEERLAPGTRRGLSAQEKAELDQL
LSGFGLEDPGSSLKEMTDARSKYSG
TRHVVPAQVHVNGDAALKDRETDIL
DDEMPHHDLHSVDSLGTLSSSEGP
QSAHLGPFTCHKSSQNSLLSDGFGS
NVGEDPQGTLVPDLGLGMDGPYER
ERTFGSREPKQPQPLLRKPSVSAQM
QAYGQSSYSTQTWVRQQQMVVAHQ
YSFAPDGEARLVSRCPADNPGLVQA
QPRVPLTPTRGTSSRVAVQRGVGSG
PHPPDTQQPSPSKAFKPRFPGDQVV
NGAGPELSTGPSPGSPTLDIDQSIEQ
LNRLILELDPTFEPIPTHMNALGSQA
NGSVSPDSVGGGLRASSRLPDTGEG
PSRATGRQGSSAEQPLGGRLRKLSL
GQYDNDAGGQLPFSKCAWGKAGVD
YAPNLPPFPSPADVKETMTPGYPQD
LDIIDGRILSSKESMCSTPAFPVSPET
PYVKTALRHPPFSPPEPPLSSPASQH
KGGREPRSCPETLTHAVGMSESPIG
PKSTMLRADASSTPSFQQAFASSCTI
SSNGPGQRRESSSSAERQWVESSPK
PMVSLLGSGRPTGSPLSAEFSGTRK
DSPVLSCFPPSELQAPFHSHELSLAE
PPDSLAPPSSQAFLGFGTAPVGSGLP
PEEDLGALLANSHGASPTPSIPLTAT
GAADNGFLSHNFLTVAPGHSSHHS
PGLQGQGVTLPGQPPLPEKKRASEG
DRSLGSVSPSSSGFSSPHSGSTISIPF
PNVLPDFSKASEAASPLPDSPGDKLV
IVKFVQDTSKFWYKADISREQAIAML
KDKEPGSFIVRDSHSFRGAYGLAMK
VATPPPSVLQLNKKAGDLANELVRH
FLIECTPKGVRLKGCSNEPYFGSLTA
LVCQHSITPLALPCKLLIPERDPLEEI
AESSPQTAANSAAELLKQGAACNVW
YLNSVEMESLTGHQAIQKALSITLVQ
EPPPVSTVVHFKVSAQGITLTDNQRK
LFFRRHYPVNSVIFCALDPQDRKWI
KDGPSSKVFGFVARKQGSATDNVCH
LFAEHDPEQPASAIVNFVSKVMIGSP
KKV

True False 4.678 3.295 1.539 1.222 0.813 1.854


