
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q68ED2 GRM7_MOUSE Mus
musculus

Metabotropic
glutamate
receptor	7

24.474581 NaN S900 33300544 MVQLGKLLRVLTLMKFPCCVLEVLL
CVLAAAARGQEMYAPHSIRIEGDVTL
GGLFPVHAKGPSGVPCGDIKRENGI
HRLEAMLYALDQINSDPNLLPNVTL
GARILDTCSRDTYALEQSLTFVQALI
QKDTSDVRCTNGEPPVFVKPEKVVG
VIGASGSSVSIMVANILRLFQIPQISY
ASTAPELSDDRRYDFFSRVVPPDSFQ
AQAMVDIVKALGWNYVSTLASEGSY
GEKGVESFTQISKEAGGLCIAQSVRI
PQERKDRTIDFDRIIKQLLDTPNSRA
VVIFANDEDIKQILAAAKRADQVGHF
LWVGSDSWGSKINPLHQHEDIAEGA
ITIQPKRATVEGFDAYFTSRTLENNR
RNVWFAEYWEENFNCKLTISGSKKE
DTDRKCTGQERIGKDSNYEQEGKVQ
FVIDAVYAMAHALHHMNKDLCADY
RGVCPEMEQAGGKKLLKYIRNVNFN
GSAGTPVMFNKNGDAPGRYDIFQYQ
TTNTTNPGYRLIGQWTDELQLNIED
MQWGKGVREIPPSVCTLPCKPGQRK
KTQKGTPCCWTCEPCDGYQYQFDE
MTCQHCPYDQRPNENRTGCQNIPII
KLEWHSPWAVIPVFLAMLGIIATIFV
MATFIRYNDTPIVRASGRELSYVLLT
GIFLCYIITFLMIAKPDVAVCSFRRVF
LGLGMCISYAALLTKTNRIYRIFEQG
KKSVTAPRLISPTSQLAITSSLISVQLL
GVFIWFGVDPPNIIIDYDEHKTMNPE
QARGVLKCDITDLQIICSLGYSILLMV
TCTVYAIKTRGVPENFNEAKPIGFTM
YTTCIVWLAFIPIFFGTAQSAEKLYIQ
TTTLTISMNLSASVALGMLYMPKVYI
IIFHPELNVQKRKRSFKAVVTAATMS
SRLSHKPSDRPNGEAKTELCENVDP
NSPAAKKKYVSYNNLVI

None None None None None None None None None


