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D Entry name organism oglcnacscore o-glcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma
name sites reticulum apparatus membrane
Q68EF6 BEGIN_MOUSE Mus Brain- 46.058797 T249;T252 [T137;S200;S229;5246;T249;S265;S [22645316;40885482 MEKLSALQEQKGELRKRLSYTTHKL |False False 2.055 [2.613 [0.694 False False 0.822
musculus |enriched 372;S463;S473;5483;5485;S508;S5 EKLETEFDSTRHYLEIELRRAQEELD
guanylate 10;S514;S560;S570 KVTEKLRRIQSNYMALQRINQELED
kinase- KLYRMGQHYEEEKRAMSHEIVALN
associated SHLLEAKVTIDKLSEDNELYRKDCN
protein LAAQLLQCSQTYGRVHKVSELPSDF

QQRVSLHMEKHGCSLPSALCHPAY
IADSVPTCVIAKVLEKPDPGSLSSRMS
DASARDLGYRDGVEKSGPRPPYKGD
IYCSDPALYCPDEREHARRPSVDTPV
TDVGFLRAQNSTDSAAEEEEEAEAA
IAFPEAYRREAYQGYAASLPTSSSYSS
FSATSEEKEHAQAGTLTASQQAIYLS
SRDEFFNRKPSATYGSGPRFAKAAS
TLGSPLEAQVAPGFARTVSPYPAEPY
RYPASPGPQQALMPPNLWSLRAKPS
GNRLAGEDIRGQWRPVSVEDVGAYS
[YQAGAAAGRAASPCNYSERYYGGGG
GGGAAGGGSPGDKAEGRASPLYATY
KADSFSEGDDLSQGHLAEPCFLRAG
GDLSLSPSRSADALAGYAASDGDGD
RLRVQLCGAGSSPEPEHGSRESLEP
SSMEASPEMHPPTRLSPQQAFPRTG
GSGLSRKDSLTKAQLYGTLLN




