}Jl;l iprotKB Entry name |organism full name (oglcnacscore [oglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plas
sites reticulum |apparatus men
Q68FF7 SLAI1_MOUSE Mus SLAIN 52.272939 S410;T411;S426;S429(S241 22517741;22645316;40885482;368 |MMAEQVKCASPVAASGAGPGPVVN |False False 1.406 [2.016 [False False False Fals¢
musculus |motif- 52467;35822049;40021952 AELEVKKLQELVRKLEKQNEQLRSR
containing AASAAAAPHLLLLQPPPPSAPPPAGA
protein 1 CSPLATHRAPASTTSPGPGALGPAFP

GTYCLPSPAPSLLCSLQPADAPFVYS
KPAAGFFGGGGSPEPGTAGTPPGEA
ATPPLPPPTLLDEVEPLDLESLAAWS
EEDDYTWLYVGSSKTFTSPEKSPSPL
QWCRHVLDNPTPEMEAARRSLRFR
LEQGYTSRGSPLSPQSSIDSELSTSE
LEDDSISMGYKLQDLTDVQIMARLQ
EESLRQDYASTSASVSRNSSSVSLSS
GKKGTCSDQEYDRYSLEDEEEFDHL
PPPQPRLPRCSPFQRGIPHSQTFSSI
RDCRRSPSTQYFPSNNFQQPQYYPP
QAQTADQQPNRTNGDKLRRSMPNL
ARMPSTAAASSNLSSPVTVRSSQSF
DSSLHGAGSGVSRVPSCIPSPGQIQH
RVHSVGHFPVPIRQPLKATAYVSPTV
QGSSSSGSSGSSGGSGSGMPLSNGT
QLYSTTGIPTPNKAAASGILGRSALPR
PSLAINGSNLPRSKIAQPVRSFLQPP
KPLSSLSTLRDGNWRDGCY




