UniprotKB [Entry organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl"acellular
ID name name sites sites reticulum apparatus membrane |region
Q68FR8 TBA3_RAT |Rattus Tubulin|23.439218 NaN S48;T432;S439 38843836 |MRECISIHVGQAGVQIGNACWELYC |False False 3.359 |1.96 1.515 1.198 0.936 1.367 1.347

norvegicus |alpha-3
chain

LEHGIQPDGQMPSDKTIGGGDDSFN
TFFSETGAGKHVPRAVFVDLEPTVV
DEVRTGTYRQLFHPEQLITGKEDAA
NNYARGHYTIGKEIVDLVLDRIRKLA
DLCTGLQGFLIFHSFGGGTGSGFAS
LLMERLSVDYGKKSKLEFAIYPAPQV
STAVVEPYNSILTTHTTLEHSDCAFM
VDNEAIYDICRRNLDIERPTYTNLNR
LIGQIVSSITASLRFDGALNVDLTEFQ
TNLVPYPRIHFPLATYAPVISAEKAYH
EQLSVAEITNACFEPANQMVKCDPR
HGKYMACCMLYRGDVVPKDVNAAI
ATIKTKRTIQFVDWCPTGFKVGINYQ
PPTVVPGGDLAKVQRAVCMLSNTTA
IAEAWARLDHKFDLMYAKRAFVHW
YVGEGMEEGEFSEAREDLAALEKDY
EEVGVDSVEAEAEEGEEY




