UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion enc}oplasmw golgi plasma extx:act
ID name sites sites reticulum |apparatus membrane region
Q69YN2 C19L1_HUMAN [Homo CWF19-{19.154786 NaN NaN 23301498;30379171;40914422;351 |MAQKPLRLLACGDVEGKFDILFNRV (True False 1.875 |4.274 |0.915 0.889 1.623 False 0.533
sapiens [like 32862;34019948;28510447 QAIQKKSGNFDLLLCVGNFFGSTQD
protein IAEWEEYKTGIKKAPIQTYVLGANNQ

1

ETVKYFQDADGCELAENITYLGRKGI
FTGSSGLQIVYLSGTESLNEPVPGYS
FSPKDVSSLRMMLCTTSQFKGVDIL
LTSPWPKCVGNFGNSSGEVDTKKC
GSALVSSLATGLKPRYHFAALEKTYY
ERLPYRNHIILQENAQHATRFIALAN
VGNPEKKKYLYAFSIVPMKLMDAAE
LVKQPPDVTENPYRKSGQEASIGKQI
LAPVEESACQFFFDLNEKQGRKRSS
TGRDSKSSPHPKQPRKPPQPPGPCW
FCLASPEVEKHLVVNIGTHCYLALAK
GGLSDDHVLILPIGHYQSVVELSAEV
VEEVEKYKATLRRFFKSRGKWCVVF
ERNYKSHHLQLQVIPVPISCSTTDDI
KDAFITQAQEQQIELLEIPEHSDIKQI
IAQPGAAYFYVELDTGEKLFHRIKKN
FPLQFGREVLASEAILNVPDKSDWR
QCQISKEDEETLARRFRKDFEPYDFT
LDD




